	TableS2  Significantly Different in Abundance of Methylation Haplotype

	Target
	Haplotype
	P-value(Ttest)
	OGD_Mean
	OGD_StdDev
	NC_Mean
	NC_StdDev

	BCL2L11_2_1_
	tttcttttttttttt
	0.027136773
	0.013811202
	0.002101138
	0.019896013
	0.000728568

	BDNF_1_
	ttttttttttttttttttt
	0.033488442
	0.872671804
	0.012617378
	0.840673243
	0.005256486

	BDNF_1_
	ttttttttttttctttttt
	0.012942043
	0.004862965
	0.002156505
	0.015029099
	0.003128693

	BDNF_2_
	ttttttttttttttc
	0.035047374
	0.021424432
	0.003844532
	0.012039735
	0.001755097

	BDNF_4_
	tttttttttttttttttttct
	0.012026774
	0.00470365
	0.001372005
	0.01179578
	8.06024E-05

	CD44_1_
	ttttttttttctt
	0.033264901
	0.012846791
	0.00155323
	0.008718704
	0.000528361

	ETS1_1_
	ttcttttttttt
	0.022461882
	0.009413386
	0.001288918
	0.012973665
	0.001070628

	MYC_1_
	ttttttttttttt
	0.022230347
	0.891349119
	0.005878888
	0.909562111
	0.006371118

	NGFR_1_
	ttttttttctttttttttttttttttt
	0.011560462
	0.019780179
	0.002890686
	0.035332043
	0.004560659

	NGFR_1_
	tttttttttttttttttttttttttct
	0.040188285
	0.005086968
	0.004412171
	0.016817162
	0.005080864

	SEMA6A_2_
	ttttttctttttttt
	0.038345663
	0.010408834
	0.001669986
	0.005780305
	0.000241683

	SEMA6A_3_
	ttttttttttttttttttttttt
	0.048134031
	0.809972743
	0.011439584
	0.781288053
	0.013252415

	SQSTM1_1_
	ttttttttctttttttt
	0.019244979
	0.020447886
	0.004985487
	0
	0

	SQSTM1_2_NEW
	tttttttttttttttttttt
	0.014563733
	0.83669414
	0.002444616
	0.859546383
	0.006272205

	TNFRSF9_
	tttttttttcttttttttttt
	0.018280896
	0.016592632
	0.004198236
	0.004328259
	0.00270705



