Supplementary Table 2. Top 25 up-regulated and 25 down-regulated DEGs in the GSE51985 dataset
	Name
	Description
	log2FC
	pval
	up/down

	HOXD11
	homeobox D11
	4.5
	9.44E-08
	up

	PTHLH
	parathyroid hormone like hormone
	4.24
	3.73E-05
	up

	NMRAL1P1
	NmrA like redox sensor 1 pseudogene 1
	4.11
	9.43E-03
	up

	KRT16
	keratin 16
	3.58
	3.58E-06
	up

	SPP1
	secreted phosphoprotein 1
	3.43
	3.06E-06
	up

	MMP10
	matrix metallopeptidase 10
	3.37
	1.02E-03
	up

	KRT16P2
	keratin 16 pseudogene 2
	3.23
	9.55E-04
	up

	CEP55
	centrosomal protein 55
	3.17
	4.95E-03
	up

	NTRK2
	neurotrophic receptor tyrosine kinase 2
	3.07
	4.39E-03
	up

	CBX2
	chromobox 2
	3.03
	7.21E-05
	up

	FBN2
	fibrillin 2
	2.93
	3.02E-03
	up

	ZIC2
	Zic family member 2
	2.93
	4.73E-04
	up

	CELSR3
	cadherin EGF LAG seven-pass G-type receptor 3
	2.88
	9.87E-04
	up

	OASL
	2'-5'-oligoadenylate synthetase like
	2.8
	1.93E-03
	up

	KRT6B
	keratin 6B
	2.77
	1.68E-03
	up

	SCHIP1
	schwannomin interacting protein 1
	2.76
	4.93E-05
	up

	AKR1C2
	aldo-keto reductase family 1, member C2
	2.73
	3.48E-03
	up

	KRT17
	keratin 17
	2.68
	1.02E-06
	up

	BIRC5
	baculoviral IAP repeat containing 5
	2.66
	6.12E-04
	up

	WDR66
	WD repeat domain 66
	2.64
	2.39E-04
	up

	MAGEA9B
	MAGE family member A9B
	2.63
	3.42E-03
	up

	TMEM158
	transmembrane protein 158 (gene/pseudogene)
	2.61
	2.41E-05
	up

	DEFB103A
	defensin beta 103A
	2.61
	2.24E-03
	up

	GBP5
	guanylate binding protein 5
	2.61
	6.04E-03
	up

	LAMC2
	laminin subunit gamma 2
	2.61
	1.77E-04
	up

	PRB1
	proline rich protein BstNI subfamily 1
	-5.3
	5.57E-04
	down

	PRB3
	proline rich protein BstNI subfamily 3
	-5.06
	5.71E-04
	down

	ZG16B
	zymogen granule protein 16B
	-4.68
	7.92E-05
	down

	STATH
	statherin
	-4.56
	2.45E-04
	down

	CYP4B1
	cytochrome P450 family 4 subfamily B member 1
	-4.51
	8.76E-05
	down

	C9orf152
	chromosome 9 open reading frame 152
	-4.35
	6.51E-05
	down

	FOLR1
	folate receptor 1
	-4.1
	2.79E-04
	down

	PIP
	prolactin induced protein
	-3.94
	1.36E-03
	down

	LRRC26
	leucine rich repeat containing 26
	-3.73
	9.79E-05
	down

	FAM3D
	family with sequence similarity 3 member D
	-3.71
	2.22E-05
	down

	GABRP
	gamma-aminobutyric acid type A receptor pi subunit
	-3.61
	3.65E-03
	down

	SCGB3A2
	secretoglobin family 3A member 2
	-3.61
	4.73E-03
	down

	MMRN1
	multimerin 1
	-3.57
	1.34E-03
	down

	ALDH1L1
	aldehyde dehydrogenase 1 family member L1
	-3.51
	1.88E-06
	down

	FAM107A
	family with sequence similarity 107 member A
	-3.44
	1.17E-06
	down

	C9orf24
	chromosome 9 open reading frame 24
	-3.42
	2.77E-03
	down

	TFF3
	trefoil factor 3
	-3.41
	2.55E-04
	down

	VSIG2
	V-set and immunoglobulin domain containing 2
	-3.39
	8.96E-06
	down

	CLDN10
	claudin 10
	-3.31
	1.41E-04
	down

	ADH1A
	alcohol dehydrogenase 1A (class I), alpha polypeptide
	-3.2
	5.08E-04
	down

	LTF
	lactotransferrin
	-3.19
	1.20E-03
	down

	CXCL12
	C-X-C motif chemokine ligand 12
	-3.17
	4.98E-06
	down

	MAATS1
	MYCBP associated and testis expressed 1
	-3.15
	2.96E-03
	down

	SORBS2
	sorbin and SH3 domain containing 2
	-3.1
	5.41E-09
	down

	FAM3B
	family with sequence similarity 3 member B
	-3.09
	5.29E-05
	down



Supplementary Table 3. Top 25 up-regulated and 25 down-regulated DEGs in the GSE127165 dataset
	Name
	Description
	log2FC
	pval
	up/down

	CASP14
	caspase 14
	5.32
	2.65E-30
	up

	COL11A1
	collagen type XI alpha 1 chain
	5.21
	1.65E-50
	up

	MMP1
	matrix metallopeptidase 1
	5.17
	4.49E-46
	up

	POTEF
	POTE ankyrin domain family member F
	4.84
	3.69E-32
	up

	SPRR2G
	small proline rich protein 2G
	4.65
	4.43E-25
	up

	POTEE
	POTE ankyrin domain family member E
	4.63
	8.18E-27
	up

	TCHH
	trichohyalin
	4.41
	1.31E-38
	up

	MMP11
	matrix metallopeptidase 11
	4.40
	2.61E-65
	up

	DSC1
	desmocollin 1
	4.37
	2.44E-26
	up

	CDSN
	corneodesmosin
	4.31
	5.73E-42
	up

	RPE65
	retinoid isomerohydrolase RPE65
	4.30
	2.22E-27
	up

	CALB1
	calbindin 1
	4.29
	2.98E-31
	up

	DEFB4A
	defensin beta 4A
	4.28
	7.45E-19
	up

	GPR158
	G protein-coupled receptor 158
	4.20
	1.91E-33
	up

	CA9
	carbonic anhydrase 9
	4.19
	2.63E-33
	up

	MMP13
	matrix metallopeptidase 13
	4.19
	8.09E-26
	up

	NLRP10
	NLR family pyrin domain containing 10
	4.14
	6.61E-34
	up

	HOXC13
	homeobox C13
	4.10
	2.22E-26
	up

	SPINK6
	serine peptidase inhibitor Kazal type 6
	4.04
	1.07E-38
	up

	IGF2BP1
	insulin like growth factor 2 mRNA binding protein 1
	4.04
	3.52E-18
	up

	AMTN
	amelotin
	4.02
	9.14E-22
	up

	S100A7A
	S100 calcium binding protein A7A
	4.01
	5.24E-17
	up

	CNGB1
	cyclic nucleotide gated channel subunit beta 1
	3.96
	5.44E-33
	up

	KRTDAP
	keratinocyte differentiation associated protein
	3.94
	6.64E-22
	up

	HOXD11
	homeobox D11
	3.94
	5.78E-27
	up

	EDN3
	endothelin 3
	-3.94
	2.23E-22
	down

	CRNN
	cornulin
	-3.99
	1.66E-18
	down

	DNAH12
	dynein axonemal heavy chain 12
	-3.99
	1.14E-25
	down

	SNTN
	sentan, cilia apical structure protein
	-4.00
	2.66E-19
	down

	VWA3B
	von Willebrand factor A domain containing 3B
	-4.02
	1.74E-27
	down

	TMPRSS11B
	transmembrane serine protease 11B
	-4.04
	2.21E-23
	down

	PRB2
	proline rich protein BstNI subfamily 2
	-4.05
	1.26E-23
	down

	CFAP65
	cilia and flagella associated protein 65
	-4.08
	4.33E-23
	down

	DNAI1
	dynein axonemal intermediate chain 1
	-4.10
	2.55E-20
	down

	ERICH3
	glutamate rich 3
	-4.10
	4.77E-24
	down

	CROCC2
	ciliary rootlet coiled-coil, rootletin family member 2
	-4.12
	4.16E-28
	down

	C20orf85
	chromosome 20 open reading frame 85
	-4.13
	1.79E-20
	down

	GP2
	glycoprotein 2
	-4.14
	3.53E-15
	down

	SCGB3A1
	secretoglobin family 3A member 1
	-4.14
	1.82E-19
	down

	MAL
	mal, T cell differentiation protein
	-4.22
	3.52E-27
	down

	MS4A8
	membrane spanning 4-domains A8
	-4.26
	3.43E-24
	down

	ADH1B
	alcohol dehydrogenase 1B (class I), beta polypeptide
	-4.40
	2.26E-39
	down

	MUC21
	mucin 21, cell surface associated
	-4.57
	2.34E-30
	down

	PRB1
	Proline-rich protein BstNI subfamily 1
	-4.76
	1.05E-25
	down

	SCGB3A2
	secretoglobin family 3A member 2
	-5.05
	1.46E-17
	down

	PAX1
	paired box 1
	-5.06
	3.03E-32
	down

	PRB3
	proline rich protein BstNI subfamily 3
	-5.19
	8.22E-25
	down

	MUC5AC
	mucin 5AC, oligomeric mucus/gel-forming
	-5.26
	1.88E-32
	down

	KRT4
	keratin 4
	-5.27
	4.40E-44
	down

	PRB4
	proline rich protein BstNI subfamily 4
	-6.22
	2.15E-39
	down



Supplementary Table 5. KEGG Pathways for DEGs
	
GOTERM

	
Term

	
PValue

	Fold enrichment

	
Count

	
GeneRatio

	
Genes




	KEGG_PATHWAY
	hsa04216:Ferroptosis
	7.37E-04
	21.63 
	4
	8.89 
	PRNP, TF, TFRC, SLC3A2

	KEGG_PATHWAY
	hsa04150:mTOR signalling pathway
	3.04E-02
	5.69 
	4
	8.89 
	FZD7, SLC3A2, SKP2, LPIN1



