Table 3 Top 5 disregulated lncRNA/mRNA between LN/non-LN and con group with higher core degrees in the co-expression network.

	
	Gene ID
	Fold Change
	P-val
	Go analysis
	Trend

	lncRNA
	TC0400009004.hg.1
	-27.46
	0.0484
	RP11-164P12.5
	down

	
	TC0900009334.hg.1
	-18.16
	0.0475
	UCA1
	down

	
	TC1200012843.hg.1
	-6.47
	0.0142
	ARPC3
	down

	
	TC1300007532.hg.1
	-5.07
	0.0496
	LMO7DN-IT1
	down

	
	TC0100018422.hg.1
	-2.12
	0.0347
	PINK1-AS
	down

	
	TC0700013638.hg.1
	7.83
	0.0074
	LINC01006
	up

	
	TC0900006818.hg.1
	4.11
	0.0103
	LINC01239
	up

	
	TC0400011969.hg.1
	3.34
	0.0202
	SCOC-AS1
	up

	
	TC1200011313.hg.1
	2.86
	0.0322
	NAP1L1
	up

	
	TC0100015062.hg.1
	7.88
	0.0452
	RTCA-AS1
	up

	mRNA
	TC1900011742.hg.1
	-4.17
	0.0328
	CEACAM6
	down

	
	TC0600013326.hg.1
	-2.91
	0.0085
	PERP
	down

	
	TC0600013800.hg.1
	-2.83
	0.0135
	PARK2
	down

	
	TC1900008366.hg.1
	-2.65
	0.0329
	IGFL1
	down

	
	TC0500008785.hg.1
	-2.39
	0.0484
	EGR1
	down

	
	TC0600011112.hg.1
	17.33
	0.0233
	SLC17A1
	up

	
	TC1900011251.hg.1
	14.19
	0.0224
	NKG7
	up

	
	TC2000008845.hg.1
	7.9
	0.0215
	PLAGL2
	up

	
	TC0100016851.hg.1
	2.65
	0.0439
	ATP6V1G3
	up

	
	TSUnmapped00000127.hg.1
	2.07
	0.0379
	KIF15
	up
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