Supplementary table 6. The most important CYP2C9 alleles and their predicted enzyme activity
	Allele
	Enzyme activity

	*1
	Normal

	*2
	Reduced

	*3
	(Almost) absent

	*4
	Reduced

	*5
	Reduced

	*6
	Absent

	*7
	Unknown

	*8
	Reduced

	*9
	Normal

	*10
	Unknown

	*11
	Reduced

	*12
	Reduced

	*13
	Absent


*1 is defined as the allele without variations effecting enzyme activity (in clinical practice as the allele without any of the determined variations)

Variants from the table according to multiple nomenclatures (HGVS: NM_000771.4 and NC_000010.11): 
	*allele
	rs-numbers
	NM_000771.4
	NP_000762.2
	NC_000010.11

	*2
	rs1799853
	c.430C>T
	p.Arg144Cys
	g.94942290C>T

	*3
	rs1057910
	c.1075A>C
	p.Ile359Leu
	g.94981296A>C

	*4
	rs56165452
	c.1076T>C
	p.Ile359Thr
	g.94981297T>C

	*5
	rs28371686
	c.1080C>G
	p.Asp360Glu
	g.94981301C>G

	*6
	rs9332131
	c.818del
	p.Lys273fs
	g.94949283del

	*7
	rs67807361
	c.55C>A
	p.Leu19Ile
	g.94938737C>A

	*8
	rs7900194
	c.449G>A
	p.Arg150His
	g.94942309G>A

	*9
	rs2256871
	c.752A>G
	p.His251Arg
	g.94949217A>G

	*10
	rs9332130
	c.815A>G
	p.Glu272Gly
	g.94949280A>G

	*11
	rs28371685
	c.1003C>T
	p.Arg335Trp
	g.94981224C>T

	*12
	rs9332239
	c.1465C>T
	p.Pro489Ser
	g.94989020C>T

	*13
	rs72558187
	c.269T>C
	p.Leu90Pro
	g.94941958T>C



