Supplementary Table 8: Translation of genotype to pharmacogenetic contraindication (distinguished genotypes and genotype groups or predicted phenotypes) to be programmed into laboratory information systems for CYP2C9 (A) and HLA-A*31:01, HLA-B*15:02, and HLA-B*1511 (B)
Supplementary Table 8A: CYP2C9 genotype to pharmacogenetic contraindication translation to be programmed into laboratory information systems
	Genotype
	Rs number variants
	Nucleotide at position
	Pharmacogenetic contraindication

	CYP2C9: WILDTYPE/WILDTYPE
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
C:C
C:C
C:C
G:G
A:A
	*1/*1

	CYP2C9: WILDTYPE/*2
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
C:T
C:C
C:C
G:G
A:A
	*1/*2

	CYP2C9: WILDTYPE/*3
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:C
C:C
C:C
C:C
G:G
A:A
	*1/*3

	CYP2C9: WILDTYPE/*5
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
C:C
C:C
C:G
G:G
A:A
	IM OTHER

	CYP2C9: WILDTYPE/*6
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
C:C
C:C
C:C
G:G
-:A
	IM OTHER

	CYP2C9: WILDTYPE/*8
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
C:C
C:C
C:C
A:G
A:A
	IM OTHER

	CYP2C9: WILDTYPE/*11
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
C:C
C:T
C:C
G:G
A:A
	IM OTHER

	CYP2C9:*2/*2
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131 
	A:A
T:T
C:C
C:C
G:G
A:A
	*2/*2

	CYP2C9:wildtype/*3_wildtype/*2
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:C
C:T
C:C
C:C
G:G
A:A
	*2/*3

	CYP2C9:wildtype/*2_wildtype/*5
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:T
C:C
C:G
G:G
A:A
	PM OTHER

	CYP2C9:wildtype/*2_wildtype/*6
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:T
C:C
C:C
G:G
-:A
	PM OTHER

	CYP2C9:wildtype/*2_wildtype/*8
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:T
C:C
C:C
A:G
A:A
	PM OTHER

	CYP2C9:wildtype/*2_wildtype/*11

	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:T
C:T
C:C
G:G
A:A
	PM OTHER

	CYP2C9:*3/*3
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	C:C
C:C
C:C
C:C
G:G
A:A
	*3/*3

	CYP2C9:wildtype/*3_wildtype/*5

	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:C
C:C
C:C
C:G
G:G
A:A
	PM OTHER

	CYP2C9:wildtype/*3_wildtype/*6

	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:C
C:C
C:C
C:C
G:G
-:A
	PM OTHER

	CYP2C9:wildtype/*3_wildtype/*8

	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:C
C:C
C:C
C:C
A:G
A:A
	PM OTHER

	CYP2C9:wildtype/*3_wildtype/*11

	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:C
C:C
C:T
C:C
G:G
A:A
	PM OTHER

	CYP2C9:*5/*5

	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:C
G:G
G:G
A:A
	PM OTHER

	CYP2C9: wildtype/*5_wildtype/*6
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:T
C:G
G:G
-:A
	PM OTHER

	CYP2C9: wildtype/*5_wildtype/*8
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:T
C:G
A:G
A:A
	PM OTHER

	CYP2C9:wildtype/*11_wildtype/*5
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:T
C:G
G:G
A:A
	PM OTHER

	CYP2C9: *6/*6
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:C
C:C
G:G
-:-
	PM OTHER

	CYP2C9: wildtype/*6_wildtype/*8
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:C
C:C
A:G
-:A
	PM OTHER

	CYP2C9:wildtype/*6_wildtype/*11
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:T
C:C
G:G
-:A
	PM OTHER

	CYP2C9: *8/*8
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:C
C:C
A:A
A:A
	PM OTHER

	CYP2C9:wildtype/*8_wildtype/*11
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
C:T
C:C
A:G
A:A
	PM OTHER

	CYP2C9: *11/*11
	CYP2C9_rs1057910
CYP2C9_rs1799853
CYP2C9_rs28371685
CYP2C9_rs28371686
CYP2C9_rs7900194 
CYP2C9_rs9332131
	A:A
C:C
T:T
C:C
G:G
A:A
	PM OTHER


This table includes the CYP2C9 alleles that should at least be determined according to the guideline by the Association for Molecular Pathology [1], i.e. alleles with a minor allele frequency ≥ 1% in either the White, African or Asian population.
Reference:
1. Pratt VM, Cavallari LH, Del Tredici AL, Hachad H, Ji Y, Moyer AM et al. Recommendations for clinical CYP2C9 genotyping allele selection: a joint recommendation of the Association for Molecular Pathology and College of American Pathologists. J Mol Diagn. 2019;21:746-55.


Supplementary Table 8B: HLA-A*31:01, HLA-B*15:02, and HLA-B*1511 genotype to pharmacogenetic contraindication translation to be programmed into laboratory information systems
	[bookmark: _Hlk135755792]Gene
	Genotype
	Pharmacogenetic contraindication

	HLA-A: 
	NO *31:01/NO *31:01
	*3101 negative

	
	NO *31:01/*31:01
	*3101 positive

	
	*31:01/*31:01
	*3101 positive

	HLA-B: 
	NO *15:02/NO *15:02
	*1502 negative

	
	NO *15:02/*15:02
	*1502 positive

	
	*15:02/*15:02
	*1502 positive

	
	NO *15:11/NO *15:11
	*1511 negative

	
	NO *15:11/*15:11
	*1511 positive

	
	*15:11/*15:11
	*1511 positive




