Class

Coriobacteriia

b Order

Monoglobales

o 1 2 3 4

N [ CAD Eubacteriales [ CAD
Clostridia [ Control [ Control
Coriobacteriales
value Oscillospirales
o 1 2 3 4
value
¢ Family d _
Species

Monoglobaceae .
9 Parabacteroides_merdae
Eubacteriaceae Eubacterium_limosum
[ CAD ) )
Rhizobiaceae [ Control Solobacterium_moorei
) ) Actinomyces_naeslundii

Coriobacteriaceae ] CAD
Porphyromonas_uenonis [ Control
illospir
Oscillospiraceae Anaerotruncus_sp_MT15
o 2 4 6 Dialister_propionicifaciens
value

e

Rikenellaceae_ RC9 _gut_group
Coprobacter

Faecalibaculum

Blautia

Lachnospiraceae_ UCG_003
Akkermansia

CAG_352

Ligilactobacillus
Prevotellaceae_ UCG_003
Enterorhabdus

Collinsella_aerofaciens
Lachnospiraceae_bacterium_GAM79
Clostridiales_bacterium_CCNA10

i)

0 5 101520

MeanDecreaseGini

Supplementary Figure $1. Difference of gut microbiota between CAD and Control group at class (A), order (B), family (C),

and species (D) level. (E) The top 10 differential genera between CAD and control group by means of Mean Decrease Gini.



