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	SNPs
	Allele
	MAFa/b
	Probs
	Primers
	p for HWE

	rs9340799
	A>G
	0.230/0.225
	P-T: FAM-CATCCCAACTCTAG-MGB
	F: TTCAGAACCATTAGAGACCAATGC
	0.733

	
	
	
	P-C: HEX-CATCCCAACTCCAG-MGB
	R: CTGTTTTATGCTTTGTCTCTGTTTCC
	

	rs4870056
	G>A
	0.326/0.349
	P-G: FAM-TTCTTTTACCTGTGTTTTT-MGB
	F: TCCAGTCTTCTTCAAGTTGTCTTCA
	0.924

	
	
	
	P-A: HEX-CAATTTCTTTTACCTATGTTT-MGB
	R:AGCCAAGAAGGAAACTAGAGGAGTT
	

	rs2228480
	G>A
	0.216/0.140
	P-G: FAM-CCTGCCACGGTCT-MGB
	F: CGCATTCCTTGCAAAAGTATTACA
	0.547

	
	
	
	P-A: HEX-CTGCCACAGTCTGAGA-MGB
	R:TAAAATGCAGCAGGGATTATCTGA
	

	Abbreviations: SNP, single nucleotide polymorphisms; ESR, estrogen receptor; MAF: minor allele frequency; HWE, Hardy-Weinberg equilibrium. 
a Minor allele frequencies in control group.
b Minor allele frequencies from the HapMap database of Chinese Han population (dbSNP, build128; available at http://www.ncbi.nlm.nih.gov/SNP/)
















