	Supplementary Table 4. Query SNP: rs4870056 and variants with r2> 0.8.
	　

	chr
	pos(hg38)
	LD(r2)
	LD(D')
	variant
	Ref
	Alt
	AFR freq
	AMR freq
	ASN freq
	EUR freq
	Motifs changed
	GENCODE genes
	dbSNP func annot

	6
	151836746
	0.84
	0.98
	rs6902771
	C
	T
	0.50 
	0.34
	0.42
	0.41 
	Gm397,Nkx2
	ESR1
	intronic

	6
	151838491
	0.88
	0.99
	rs9383593
	A
	T
	0.55 
	0.34
	0.42
	0.40 
	Sin3Ak-20
	ESR1
	intronic

	6
	151838765
	0.88
	0.99
	rs3853250
	T
	G
	0.56 
	0.34
	0.42
	0.40 
	
	ESR1
	intronic

	6
	151839931
	0.87
	0.98
	rs9397448
	G
	A
	0.49 
	0.34
	0.41
	0.40 
	4 altered motifs
	ESR1
	intronic

	6
	151841092
	1
	1
	rs4870056
	G
	A
	0.47 
	0.33
	0.39
	0.40 
	AFP1,ZEB1
	ESR1
	intronic

	6
	151842200
	0.88
	1
	rs2234693
	T
	C
	0.57 
	0.35
	0.42
	0.40 
	6 Altered motifs
	ESR1
	intronic

	6
	151843104
	0.88
	1
	rs7774230
	C
	T
	0.56 
	0.34
	0.42
	0.40 
	Gfi1b,TATA
	ESR1
	intronic

	6
	151843413
	0.99
	1
	rs7739085
	G
	C
	0.55 
	0.33
	0.39
	0.40 
	6 altered motifs
	ESR1
	intronic

	6
	151845666
	0.87
	0.99
	rs9322332
	C
	A
	0.45 
	0.32
	0.42
	0.40 
	6 altered motifs
	ESR1
	intronic

	6
	151847321
	0.99
	1
	rs9479130
	A
	C
	0.55 
	0.33
	0.39
	0.40 
	AP-1,ZBTB33
	ESR1
	intronic

	6
	151849112
	0.84
	0.98
	rs3853252
	G
	A
	0.45 
	0.33
	0.42
	0.40 
	　
	ESR1
	intronic



