Table S1: Characteristics of the transplants with secondary prophylaxis

	Patient #
	HSCT #
	Age
	Disease
	Donor
	D/R status
	Start of the pre-HSCT CS-CMVi
	Pre-HSCT anti-CMV treatment
	LMV start
	CS-CMVi

	Patient 1
	2nd
	5
	CID
	MMRD
	+/+
	D-11
	GCV + FSC
	D+9
	N

	Patient 1
	3rd
	5
	CID
	MMUD
	+/+
	D-145
	GCV + FSC
	D0*
	N

	Patient 2
	1st
	0.3
	Phago
	MMRD
	+/+
	D-21
	GCV
	D-7
	Y

	Patient 4
	1st
	14
	CID
	MUD
	+/+
	D-92
	GCV
	D0
	N

	Patient 8
	1st
	3
	HLH
	MRD
	+/+
	D-12
	GCV
	D0
	N

	Patient 10
	1st
	5
	CID
	MMRD
	+/+
	D-82
	GCV
	D-52
	N

	Patient 12
	2nd
	7
	CID
	MMRD
	-/+
	D-29
	GCV + FSC
	D0
	N

	Patient 18
	1st
	4
	HLH
	MMRD
	+/+
	D-77
	GCV
	D-2
	N

	Patient 24
	1st
	6
	Phago
	MMRD
	+/+
	D-5
	FSC
	D-2
	Y

	Patient 24
	2nd
	6
	Phago
	MMDR
	+/+
	D-32
	GCV + FSC
	D+34
	N

	Patient 27
	1st
	1
	HLH
	MMRD
	+/+
	D-41
	GCV + FSC
	D+48
	N

	Patient 31
	1st
	0.8
	Phago
	MRD
	+/+
	D-1
	FSC
	D+15
	N



Age in years, CS-CMVi: clinically significant CMV infection, M: male, F: female, CID: combined immune deficiency, HLH: hemophagocytic lymphohistiocytosis, Phago: phagocyte defect, MMRD: mismatched related donor, MMUD: mismatched unrelated donor, MUD: matched unrelated donor, MRD: matched related donor, GCV: ganciclovir, FSC: foscarnet
* In this case LMV was continued from the 2nd to the 3rd HSCT in a context of graft failure


Table S2: CMV outcomes in the primary and secondary prophylaxis subgroup.

	
	Primary prophylaxis
24 HSCT 
(in 22 patients)
	Secondary prophylaxis
12 HSCT 
(in 10 patients)

	Clinically significant CMV infection – no. (%)
	3 (12.5%)
	2 (17%)

	Maximal CMV PCR value – median (range) log UI/l
	2.8 (NQ;3.8)
	3.8 (3.7;3.8)

	CMV disease – no. (%)
	0 (0%)
	0 (0%)

	Preemptive/curative treatment used
	
	

	   Ganciclovir – no. (%)
	0 (0%)
	0 (0%)

	   Foscavir – no. (%)
	1 (33.3%)
	0 (0%)

	   Ganciclovir and Foscavir – no. (%)
	2 (66.7%)
	2 (8%)

	   Treatment duration – median (range)
	14 (7;41)
	43 (21;64)

	All-cause mortality – no. (%)
	0 (0%)
	2 (17%)



NQ : not quantifiable.
 Table S3: Characteristics of the 8 patients with available plasma pharmacokinetic (PK)

	Patient number
	Age
	Weight
	BSA
	Gender
	CSA
	Disease
	AUC
	CS-CMVi

	Patient 1
	5
	18.7
	0.75
	M
	Y
	CID
	49.7
	N

	Patient 3
	0.6
	7.2
	0.33
	F
	Y
	HLH
	24.4
	N

	Patient 4
	14
	52
	1.5
	F
	Y
	CID
	60.7
	N

	Patient 6
	0.9
	6.8
	0.38
	M
	Y
	CID
	40.7
	N

	Patient 8
	3
	13.3
	0.58
	F
	Y
	HLH
	32.5
	N

	Patient 11
	15
	41
	1.4
	M
	Y
	Phago
	86.2
	N

	Patient 22
	14
	46.2
	1.41
	M
	N
	Agamma
	90.8
	N

	Patient 28
	7
	24
	0.9
	M
	Y
	CID
	54.7
	Y (blip)



Age in years, weight in kg, BSA: body surface area in kg/m2, CSA: Cyclosporin, AUC: area under the curve, CS-CMVi: clinically significant CMV infection, M: male, F: female, CID: combined immune deficiency, HLH: hemophagocytic lymphohistiocytosis, Phago: defect of phagocytes, Agamma: agammaglobulinemia


Table S4: Pharmacokinetic (PK) parameters of letermovir

	PK parameters
	Value
	RSE (%)

	CL (L/h)
	8.53
	39.5

	ß CL male
	-0.48
	53.1

	ß CL age (0-2 y)
	1.02
	37.5

	ß CL age (2-12 y)
	0.72
	33.6

	ß CL CSA
	-0.91
	31.7

	V1 (L)
	10.4
	14.4

	Q (L/h)
	2.73
	19.8

	V2 (L)
	22.89
	21.7

	Inter-occasion variability
	
	

	Gamma CL
	0.43
	18.5

	Residual error
	
	

	b
	0.38
	12.0



CL: clearance, CSA: cyclosporin, Q: intercompartment rate, V1: central compartment volume, V2: peripheral compartment volume, y: years, RSE: risk standard error

