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	Segmentation based Melanoma detection
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array(np.array(¥-test)[:600])
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image6.png
from sklearn metrics import Confusion matrix, plot, confusion matrix
confusion matrix (Y_true=Y_test, Y_pred=predicts) -
array([(362 201,

[10 208]], dtype=intsd)
.classes
array([0, 11, dtype=intéd)
confusion matrix(f test, preds, labels

0,1))
#output.
array([[362 201,
[10 208]], dtype=int€4)
confusion matrix(Y_test, preds, labels=(l,0)).ravel()
#output.

srray (11362 201,010 208]],deype=insed




image7.png
tp, £n, £p, tn=confusion matrix (Y_test,preds,labels=(0,1), ravel ()
precission=tp/ (tp+fp)

precission

0.9731182796

recall_score(¥_test,preds)

recall (sensetivity)=tp/ (tp+En)

recall (sensitivity)

0.9476439791

specificity =tn/ (£p+en)

specificity

0.9541284404

£1_score (¢-test, preds)

fl-score=2*precission*recall/ (precission+recall)

£1_score

0.9603373243




image8.png
Predicted

° -

o tp fn

Actaual fp tn





image1.png
'pip

install matplotlib-venn

lapt-get -qq install -y libfluidsynthl

'pip
'pip
'pip

Ipip3 install "scikit lea

install cartopy

install scipy
install —U scikit-learn

.22.2.post1"

import cartopy
inport pandas as pd

inport matplotlib.pyplot as plt
import numpy as np

inport os

f£rom
f£rom
f£rom
f£rom
f£rom
f£rom
f£rom
f£rom

skimage.exposure import histogram
skimage.util import img_as_ubyte

skimage import exposure,util
sklearn.model_selection import train test_split
sklearn.compose import ColumnTransformer
sklearn.pipeline import Pipeline
sklearn.preprocessing import OneHotEncoder
sklearn.linear model import LogisticRegression
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df= pd.read_csv(’/content/drive/MyDrive/train me 600 Csv Melanoma.csv')
af.head()
af. Shape()

(600, 11)
af.drop(['patient_id'], axis=l, inplace= True)
4f.drop(['anatom_site general challenge'l, axis=l, inplace= True)
af.drop(['diancsis’], axis=l, implace= True)
af.drop(['patient_id'], axis=l, inplace= True)
df. shape ()

(600, 8)

%= af.drop(*Exited’, 1)
y = df.exited
y.value_counts ()

X_train, X_test, ¥_train, Y test = train_test_split(X, ¥, test_size:
stratify=y)
x.columns.

index([image_name’, ‘sex’, ‘age_approximate’,’ benign_malignant’, ‘target 1)

num-cols=[image_name’, ‘sex’, ‘age_approximate’,” benign_malignant’, ‘target']
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cat_cols=[‘benign’,"malignant’]

ct=column.Transformer([‘benign’, Robustscaler(), num_colls) (‘malignant’, OneHotEncodersparse=False,
handle_unknown="gnored), cat_cols)])

p=pipeline([(‘ct, ct), ‘mode’, LogisticRegression(rand_state=0)1)
pfit(X_train, Y_test)

pipeline(steps=I(‘ct, ColumnTransformer(transformers=[('benign’, Robustscalar(), image_name’, *sex’,
‘age_approximate’,” benign_malignant’, target']),(‘malignant’,
OnHotencoder(handle_unknown="ignore’, sparse=False), ['benign’, malignant')), (‘mod,
LogisticRegression(random_state=0)))I]

preds=p.predict(X_test)

pred[:600]




