Supplementary Figures
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Figure S1. Curation of CRISPR/CAS9 edited ZOS7 gene in background of ZH11. A, DNA sequencing data in zos7 mutant rice lines edited via CRISPR/CAS9. B, protein sequence alignment between ZH11 and zos7. Blue region represents the alignment with same sequence.
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Figure S2. Gene expression detection of ZOS7 gene in different overexpression rice lines. Symbols “**” and “***” represent significant difference at p<0.01 and p<0.001, respectively. 
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Figure S3. Performance of ZOS7 mutants in the field under control condition. A, image of ZH11 and zos7. B-D, tillering number, biomass and yield per plant between ZH11 and zos7. Values represent mean ± standard error. n=10. Symbol “ns” stands for no significant differences between ZH11 and zos7 for each trait. 
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Figure S4. Stomatal anatomy of ZOS7 rice lines under control. A-B, Represent stomatal anatomy of WT and ZOS7 rice lines under control, respectively. Panels C-D represent stomatal length and width of WT and ZOS7 rice lines under both drought and CK condition. Data represent means ± SE (n=10). For panels C-D, symbol “ns” stands for no significant differences between ZH11 and zos7 for each trait. 
[image: ]
Figure S5. Expression of wax biosynthesis genes in ZOS7 OE rice lines. A-I, The expression of MYB60, GL1-8, SGL1-3, PDR8, CER1, FATB1, PDR9 and WSL4 gene in ZOS7 OE rice lines. Data represent means ± SE (n=3). Symbols “*”, “**” and “***” indicate significant difference at P<0.05, P<0.01 and P<0.001, respectively, while “ns” represent no significant differences. 
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Figure S6. MYB60 transcriptionally inhibits the expression of EPFL9. A, EMSA experiment of MYB60 regulating EPFL9 gene. B, double luciferase report experiments of both MYB60 transcriptionally inhibits EPFL9 gene. Data represent means ± SE (n=3). Symbol “**” indicates significant difference at P<0.01. 
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