Supplementary Table 3: Rate of characteristic genomic alterations in 482
digestive adenocarcinomas

Stomach Colorectal Pancreas Biliary tract | p-
(n=40) (n=209) (n=115) (n=118) value
APC alteration 1 (2.5%) 169 (80.9%) 2 (1.7%) 2 (1.7%) <0.01
(n=174)
KRAS alteration 8 (20.0%) 95 (45.5%) 106 (92.2%) | 25 (21.2%) <0.01
(n=234)
CDKN2A 7 (17.5%) 3 (1.4%) 55 (47.8%) 37 (31.1%) <0.01

alteration (n=102)

Fisher’s exact test




