Table S1: sRNAs obtained in Control (Fe-EDTA 80µM) and –Fe treated (Fe-EDTA 2µM) wheat C-306 small RNA libraries of Root and Shoot
	Sample
	Total reads
	Clean reads
	Total sRNA
	Unique
reads
	Mapped sRNA
	“+” 
Mapped sRNA
	“-“
Mapped sRNA

	Control Root
	14975473
(100%)
	14775210
(98.66%)
	10019096
(100%)
	2030006
(20.26%)
	6706386
(66.94%)
	6203270
(61.91%)
	503116
(5.02%)

	-Fe Root
	16038432
(100%)
	15771593
(98.34%)
	9293575
(100%)
	2023989
(21.78%)
	6375062
(68.60%)
	5772044
(62.11%)
	603018
(6.49%)

	Control Shoot
	14540776
(100%)
	14317697
(98.47%)
	8998461
(100%)
	2284826
(25.39%)
	7154284
(79.51%)
	6273146
(69.71%)
	881138
(9.79%)

	-Fe Shoot
	14462811
(100%)
	13727154
(94.91%)
	6444310
(100%)
	1746110
(27.10%)
	4769361
(74.01%)
	4204715
(65.25%)
	564646
(8.76%)
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