    Table S2 : Positional mapping of Wheat sRNAs to exon and intron in wheat genome responsive towards sRNA-mediated regulation of Fe deficiency.
	Types
	Control Root
	-Fe Root
	Control Shoot
	-Fe Shoot

	exon
	603138
	711087
	397681
	297907

	     exon : +
	569640
	671713
	345528
	266656

	    exon : -
	33498
	39374
	52153
	31251

	  intron
	130193
	162374
	272086
	186330

	       intron : +
	90775
	112889
	168161
	119767

	      intron : -
	39418
	49485
	103925
	66563




