Supplemental Figure 1. Schematic of the reporter fragments used in this study.
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Supplemental Figure 2. yEGFP signal distribution by flow cytometry using A) adh4-URA3-
HTB1 2yEGFP-tel B) adh4-URA3-yEGFP ¢<HTB1-tel fragments. Wild-type to mutant %yEGFP-negative
ratio using both fragments are shown in log scale in C) cacl4 and D) asf14 backgrounds.

A) adh4-URA3-HTB1 YEGFP-tel
POL30-0  pol30-6 pol30-8  pol30-79 NoyEGFP

Sirglets Finglens Singlets Snglets

cacla

Aot

asfid

B) adh4-URAS3-yEGFP €HTB1-tel

POL30-0  pol30-6 pol30-8  pol30-79

Singlets. Singhets. Singlets.

] :
© ' N ]

Y f i L

n Cuw : :

<

C) wt/mutant ratios in cacl4 D) wt/mutant ratios in asfl4
1.0 10.0
0.1 0.1
O (o] (o)) [{e] oo} » © (o] (2] O (o] »
S & Tl & & © S & Y| & & %
™ ™ o ™ ™ o ™ (a2 o ™ (a2 o
© © D © Is) 52 © © S2) © © 52
o o o o o o o o o o o o
S s £|3 3 £ S 5 £33 5 £
S & S|l S & 9 S & | & & <
o o o o ™ o (90 o o ™ o o
5 3 2|35 B8 2 5 3 2|8 8 ¢
8 8 O a a o a a o a o )
o o o [a
adh4-URA3- adh4-URA3- adh4-URA3- adh4-URA3-

HTBI—yEGFP-tel | yEGFP—HTBI HTBI—yEGFP yEGFP—HTBI




Supplemental Figure 3. Genetic interaction of RRM3 with pol30 mutants. Wt/mutant ratio of A)
%FOAR and B) %GFP negative cells are shown in rrm34 background on a log scale. C) yEGFP flow
cytometry distribution image with both fragments in rrm34 strains
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