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	Table 1 Solubility of VOCs compound in water

	Compound
	Solubility in water g/L at 25°C

	Benzene
	1.8

	Toluene
	0.535
84

	Phenol
	

	Tetrahydrofuran
	freely soluble

	Note:Solubility data source: International Programme on Chemical Safety (IPCS). 





	[bookmark: _Toc75753561]Table S2 Presumptive microorganism classification criteria

	Microorganism 
	Media
	Colony Morphology
	
	Cell Morphology

	
	
	Color
	Surface
	Shape
	Margin
	
	Shape
	Color
	Size

	Bacteria
	LB agar
	×
	×
	×
	×
	
	
	
	

	Microalgae
	3N-BBM+V agar
	
	
	
	
	
	×
	×
	×

	Symbol × refers considered criteria; Microalgae are classified via microscopic observation on individual cell morphology using microscope which is more distinguishable than colony morphology




	[bookmark: _Toc75753563]Table S3 Primer selections and PCR program setting for 16s rDNA and 18s rDNA amplification

	Template DNA
	Primer
	Programe settings 
	Reaction Volume
	Reference

	
	Name
	Sequence (5’-3’)
	Amp. length
	
	
	

	Bacteria 16s rDNA
	535 (F)
	GTGCCAGCMGCCGCGGTAA
	440 bp
	[image: C:\Users\cbe user\Downloads\Screenshot 2021-04-27 at 15.27.35.png]
	50 μl
	Rudi et al., (1997);
Turner et al., (1999)

	
	CD (R)
	CTTGTGCGGGCCCCCGTCAATTC
	
	
	
	

	
	357 (F)
	CTCCTACGGGAGGCAGCAG
	740 bp
	[image: C:\Users\cbe user\Downloads\Screenshot 2021-04-27 at 15.27.35.png]
	50 μl
	(Turner et al., 1999)

	
	1100 (R)
	AGGGTTGCGCTCGTTG
	
	
	
	

	Algae 
18s rDNA
	18s-SS3 (F)
	GGTGATCCTGCCAGTAGTCATATGCTTG
	1800 bp
	[image: C:\Users\cbe user\Downloads\Screenshot 2021-04-27 at 15.27.51.png]
	50 μl
	Matsumoto et al., (2010);
Khaw et al., (2020)

	
	18s-SS5(R)
	GATCCTTCCGCAGGTTCACCTACGGAAACC
	
	
	
	

	
	ITS_5.8 (F)
	GAAGTCGTAACAAGGTTTCC
	800 bp
	[image: C:\Users\cbe user\Downloads\Screenshot 2021-04-27 at 15.27.51.png]
	50 μl
	Timmins et al., (2009)

	
	ITS_5.8 (R)
	TCCTGGTTAGTTTCTTTTCC
	
	
	
	

	
	PA (F)
	AACCTGGTTGATCCTGCCAG
	500 bp
	[image: C:\Users\cbe user\Downloads\Screenshot 2021-04-27 at 15.27.35.png]
	50 μl
	Alemzadeh et al., (2014)

	
	SSU-inR1 (R)
	CACCAGACTTGCCCTCCA
	
	
	
	

	
	P45 (F)
	ACCTGGTTGATCCTGCCAGT
	550 bp
	[image: C:\Users\cbe user\Downloads\Screenshot 2021-04-27 at 15.38.07.png]
	50 μl
	Duong et al., (2012)

	
	P47(R)
	TCTCAGGCTCCCTCTCCGGA
	
	
	
	

	






	Table S4 (part 1). 96-well plates layout for screening

	S2 and S2 copy
	S3 I / S3 I copy

	A1
	A2
	A3
	A4
	B1
	B2
	B3
	B4
	C1
	C2
	C3
	C4
	A12
	A13
	A14
	A15
	B12
	B13
	B14
	B15
	C12
	C13
	C14
	C15

	A5
	A6
	A7
	A
	B5
	B6
	B7
	B
	C5
	C6
	C7
	B
	A16
	A17
	A23
	A24
	B16
	B17
	B23
	B24
	C16
	C17
	C23
	C24

	D1
	D2
	D3
	D4
	E1
	E2
	E3
	E4
	F1
	F2
	F3
	F4
	A25
	A26
	A27
	A34
	B25
	B26
	B27
	B34
	C25
	C26
	C27
	C34

	D5
	D6
	D7
	B
	E5
	E6
	E7
	B
	F5
	F6
	F7
	B
	A35
	A36
	A37
	A45
	B35
	B36
	B37
	B45
	C35
	C36
	C37
	C45

	A1
	A2
	A3
	A4
	B1
	B2
	B3
	B4
	C1
	C2
	C3
	C4
	A46
	A47
	A56
	A57
	B46
	B47
	A56
	B57
	C46
	C47
	C56
	C57

	A5
	A6
	A7
	B
	B5
	B6
	B7
	A
	C5
	C6
	C7
	B
	A67
	A
	A
	A
	B67
	B
	B
	B
	C67
	C
	C
	C

	D1
	D2
	D3
	D4
	E1
	E2
	E3
	E4
	F1
	F2
	F3
	F4
	A
	A
	A
	A
	B
	B
	B
	B
	C
	C
	C
	C

	D5
	D6
	D7
	B
	E5
	E6
	E7
	B
	F5
	F6
	F7
	B
	A
	A
	A
	A
	B
	B
	B
	B
	C
	C
	C
	C

	S3 II / S3 II copy
	S4 I / S4 I copy

	D12
	D13
	D14
	D15
	E12
	E13
	E14
	E15
	F12
	F13
	F14
	F15
	A123
	A124
	A125
	A126
	A127
	A135
	A134
	A136
	A137
	A145
	A146
	A147

	D16
	D17
	D23
	D24
	E16
	E17
	E23
	E24
	F16
	F17
	F23
	F24
	A156
	A157
	A167
	A234
	A235
	A236
	A237
	A245
	A246
	A247
	A256
	A257

	D25
	D26
	D27
	D34
	E25
	E26
	E27
	E34
	F25
	F26
	F27
	F34
	A267
	A345
	A346
	A347
	A356
	A357
	A367
	A456
	A457
	A467
	A567
	A

	D35
	D36
	D37
	D45
	E35
	E36
	E37
	E45
	F35
	F36
	F37
	F45
	B123
	B124
	B125
	B126
	B127
	B134
	B135
	B136
	B137
	B145
	B146
	B147

	D46
	D47
	D56
	D57
	E46
	E47
	A56
	E57
	F46
	F47
	F56
	F57
	B156
	B157
	B167
	B234
	B235
	B236
	B237
	B245
	B246
	B247
	B256
	B257

	D67
	D
	D
	D
	E67
	E
	E
	E
	F67
	F
	F
	F
	B267
	B345
	B346
	B347
	B356
	B357
	B367
	B456
	B457
	B467
	B567
	B

	D
	D
	D
	D
	E
	E
	E
	E
	F
	F
	F
	F
	C123
	C124
	C125
	C126
	C127
	C134
	C135
	C136
	C137
	C145
	C146
	C147

	D
	D
	D
	D
	E
	E
	E
	E
	F
	F
	F
	F
	C156
	C157
	C167
	C234
	C235
	C236
	C237
	C245
	C246
	C247
	C256
	C257






	Table S4 (part 2). 96-well plates layout for screening

	[bookmark: _Hlk136819455]S4II/S4II copy
	S4 III and S4 III copy

	C267
	C345
	C346
	C347
	C356
	C357
	C367
	C456
	C457
	C467
	C567
	C
	F156
	F157
	F167
	F234
	F235
	F236
	F237
	F245
	F246
	F247
	F256
	F257

	D123
	D124
	D125
	D126
	D127
	D134
	D135
	D136
	D137
	D145
	D146
	D147
	F267
	F345
	F346
	F347
	F356
	F357
	F367
	F456
	F457
	F467
	F567
	F

	D156
	D157
	D167
	D234
	D235
	D236
	D237
	D245
	D246
	D247
	D256
	D257
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT

	D267
	D345
	D346
	D347
	D356
	D357
	D367
	D456
	D457
	D467
	D567
	D
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT

	E123
	E124
	E125
	E126
	E127
	E134
	E135
	E136
	E137
	E145
	E146
	E147
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT

	E156
	E157
	E167
	E234
	E235
	E236
	E237
	E245
	E246
	E247
	E256
	E257
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT

	E267
	E345
	E346
	E347
	E356
	E357
	E367
	E456
	E457
	E467
	E567
	E
	F267
	F345
	F346
	F347
	F356
	F357
	F367
	F456
	F457
	F467
	F567
	F

	F123
	F124
	F125
	F126
	F127
	F134
	F135
	F136
	F137
	F145
	F146
	F147
	F156
	F157
	F167
	F234
	F235
	F236
	F237
	F245
	F246
	F247
	F256
	F257

	S5 I /S5 I copy
	S5 II / S5 II copy

	A1234
	A1235
	A1236
	A1237
	A1245
	A1246
	A1247
	A1256
	A1257
	A1267
	A1345
	A1346
	C2357
	C2367
	C2456
	C2457
	C2467
	C2567
	C3456
	C3457
	C3467
	C3576
	C4567
	C

	A1347
	A1356
	A1357
	A1367
	A1456
	A1457
	A1467
	A1567
	A2345
	A2346
	A2347
	A2356
	D1234
	D1235
	D1236
	D1237
	D1245
	D1246
	D1247
	D1256
	D1257
	D1267
	D1345
	D1346

	A2357
	A2367
	A2456
	A2457
	A2467
	A2567
	A3456
	A3457
	A3467
	A3576
	A4567
	A
	D1347
	D1356
	D1357
	D1367
	D1456
	D1457
	D1467
	D1567
	D2345
	D2346
	D2347
	D2356

	B1234
	B1235
	B1236
	B1237
	B1245
	B1246
	B1247
	B1256
	B1257
	B1267
	B1345
	B1346
	D2357
	D2367
	D2456
	D2457
	D2467
	D2567
	D3456
	D3457
	D3467
	D3576
	D4567
	D

	B1347
	B1356
	B1357
	B1367
	B1456
	B1457
	B1467
	B1567
	B2345
	B2346
	B2347
	B2356
	E1234
	E1235
	E1236
	E1237
	E1245
	E1246
	E1247
	E1256
	E1257
	E1267
	E1345
	E1346

	B2357
	B2367
	B2456
	B2457
	B2467
	B2567
	B3456
	B3457
	B3467
	B3576
	B4567
	B
	E1347
	E1356
	E1357
	E1367
	E1456
	E1457
	E1467
	E1567
	E2345
	E2346
	E2347
	E2356

	C1234
	C1235
	C1236
	C1237
	C1245
	C1246
	C1247
	C1256
	C1257
	C1267
	C1345
	C1346
	E2357
	E2367
	E2456
	E2457
	E2467
	E2567
	E3456
	E3457
	E3467
	E3576
	E4567
	E

	C1347
	C1356
	C1357
	C1367
	C1456
	C1457
	C1467
	C1567
	C2345
	C2346
	C2347
	C2356
	F1234
	F1235
	F1236
	F1237
	F1245
	F1246
	F1247
	F1256
	F1257
	F1267
	F1345
	F1346






	Table S4 (part 3). 96-well plates layout for screening

	S5 III and S5 III copy
	S6 I / S6 I copy

	F1347
	F1356
	F1357
	F1367
	F1456
	F1457
	F1467
	F1567
	F2345
	F2346
	F2347
	F2356
	A12345
	A12346
	A12347
	A12356
	A12357
	A12367
	A12456
	A12457
	A12467
	A12567
	A13456
	A13457

	F2357
	F2367
	F2456
	F2457
	F2467
	F2567
	F3456
	F3457
	F3467
	F3576
	F4567
	F
	A13467
	A13567
	A14567
	A23456
	A23457
	A23467
	A23567
	A24567
	A34567
	A
	A
	A

	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	B12345
	B12346
	B12347
	B12356
	B12357
	B12367
	B12456
	B12457
	B12467
	B12567
	B13456
	B13457

	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	B13467
	B13567
	B14567
	B23456
	B23457
	B23467
	B23567
	B24567
	B34567
	B
	B
	B

	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	C12345
	C12346
	C12347
	C12356
	C12357
	C12367
	C12456
	C12457
	C12467
	C12567
	C13456
	C13457

	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	C13467
	C13567
	C14567
	C23456
	C23457
	C23467
	C23567
	C24567
	C34567
	C
	C
	C

	F2357
	F2367
	F2456
	F2457
	F2467
	F2567
	F3456
	F3457
	F3467
	F3576
	F4567
	F
	D12345
	D12346
	D12347
	D12356
	D12357
	D12367
	D12456
	D12457
	D12467
	D12567
	D13456
	D13457

	F1347
	F1356
	F1357
	F1367
	F1456
	F1457
	F1467
	F1567
	F2345
	F2346
	F2347
	F2356
	D13467
	D13567
	D14567
	D23456
	D23457
	D23467
	D23567
	D24567
	D34567
	D
	D
	D

	S6 II and S6 II copy
	S7

	E12345
	E12346
	E12347
	E12356
	E12357
	E12367
	E12456
	E12457
	E12467
	E12567
	E13456
	E13457
	A123456
	A123457
	A123467
	A123567
	A124567
	A134567
	A234567
	CT
	CT
	CT
	CT
	CT

	E13467
	E13567
	E14567
	E23456
	E23457
	E23467
	E23567
	E24567
	E34567
	E
	E
	E
	B123456
	B123457
	B123467
	B123567
	B124567
	B134567
	B234567
	CT
	CT
	CT
	CT
	CT

	F12345
	F12346
	F12347
	F12356
	F12357
	F12367
	F12456
	F12457
	F12467
	F12567
	F13456
	F13457
	C123456
	C123457
	C123467
	C123567
	C124567
	C134567
	C234567
	CT
	CT
	CT
	CT
	CT

	F13467
	F13567
	F14567
	F23456
	F23457
	F23467
	F23567
	F24567
	F34567
	F
	F
	F
	D123456
	D123457
	D123467
	D123567
	D124567
	D134567
	D234567
	CT
	CT
	CT
	CT
	CT

	F12345
	F12346
	F12347
	F12356
	F12357
	F12367
	F12456
	F12457
	F12467
	F12567
	F13456
	F13457
	E123456
	E123457
	E123467
	E123567
	E124567
	E134567
	E234567
	CT
	CT
	CT
	CT
	CT

	F13467
	F13567
	F14567
	F23456
	F23457
	F23467
	F23567
	F24567
	F34567
	F
	F
	F
	F123456
	F123457
	F123467
	F123567
	F124567
	F134567
	F234567
	CT
	CT
	CT
	CT
	CT

	E12345
	E12346
	E12347
	E12356
	E12357
	E12367
	E12456
	E12457
	E12467
	E12567
	E13456
	E13457
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT

	E13467
	E13567
	E14567
	E23456
	E23457
	E23467
	E23567
	E24567
	E34567
	E
	E
	E
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT
	CT






	Table S4 (part 4). 96-well plates layout for screening

	S7 copy and S8 / S8 copy
	

	A123456
	A123457
	A123467
	A123567
	A124567
	A134567
	A234567
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	B123456
	B123457
	B123467
	B123567
	B124567
	B134567
	B234567
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	C123456
	C123457
	C123467
	C123567
	C124567
	C134567
	C234567
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	D123456
	D123457
	D123467
	D123567
	D124567
	D134567
	D234567
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	E123456
	E123457
	E123467
	E123567
	E124567
	E134567
	E234567
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	F123456
	F123457
	F123467
	F123567
	F124567
	F134567
	F234567
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	A1234567
	B1234567
	C1234567
	D1234567
	E1234567
	F1234567
	BK
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	A1234567
	B1234567
	C1234567
	D1234567
	E1234567
	F1234567
	BK
	BK
	BK
	BK
	BK
	BK
	
	
	
	
	
	
	
	
	
	
	
	

	Note: Layout of 96-well plates in the screening experiment. S1-S8 refers to size 1- size 8 consortia,i.e. consortia with 1-8 co-cultured bacteira strains.S1-S8 copy refers to biological replica.  A: Pseudomonas fluorescens, B: Rhodococcus erythropolis, C: Pseudomonas sp.,D: Delftia sp.,E: Rhodococcus sp1.,F: Rhodococcus sp2., 1: Pseudomonas syringae, 2: Agromyces atrinae, 3: Cupriavidus metallidurans, 4: Ochrobactrum anthropic, 5: Plantibacter flavus, 6: Plantibacter sp., 7: Rhodococcus sp3., CT: axenic algae control (Coelastrella terrestris), BK: blank.




	Table S5 Primer design/selection for qPCR

	Name
	Sequence(5’-3’)
	Amp. length

	1F
	CTTCGGGCCTTGCGCTATCA
	449 bp

	1R
	CTCTAGCTTGCCAGTTTTGG
	

	2F
	TGAAGGAGAGCTTGCTCTTT
	415 bp

	2R
	AGCCGGTGCTTTTTCTGCAA
	

	3F
	AGTAGCTGGTCTGAGAGGAC
	193 bp

	3R
	CCACGCCAGGTATTAACCAG
	

	4F
	CGGGGGAAAGATTTATCGGC
	364 bp

	4R
	AAATCCGAACAACGCTAGCC
	

	5F
	GAGCTTCCACCGCATGGTGA
	480 bp

	5R
	CCGCTACACCAGGAATTCCAA
	

	BF
	GTACGGCACCCACCCGGTAA
	400 bp

	BR
	ACTTGGCAGGCAACGTCTTG
	

	DR
	GGCCTTCGGGTTGTAAACTG
	338 bp

	DF
	GTCAGTACAGGTCCAGGGGA
	

	P45F*
	ACCTGGTTGATCCTGCCAGT 
	603 bp

	P47R*
	TCTCAGGCTCCCTCTCCGGA 
	

	Primers designed using NCBI Primer designing tool, a custom database of 16s rDNA sequences of pre-identified strains was used for primer pair specificity check.* Primer  P45F and P47R sequence were obtained from literature about freshwater photosynthetic microorganism identification (Duong et al., 2012).





	Table S6 Non-degrader labels and combination

	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16

	N/A
	1
	2
	3
	4
	5
	6
	7
	1, 2
	1, 3
	1, 4
	1, 5
	1, 6
	1, 7
	2, 3
	2, 4

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	17
	18
	19
	20
	21
	22
	23
	24
	25
	26
	27
	28
	29
	30
	31
	32

	2, 5
	2, 6
	2, 7
	3, 4
	3, 5
	3, 6
	3, 7
	4, 5
	4, 6
	4, 7
	5, 6
	5, 7
	6, 7
	1, 2, 3
	1, 2, 4
	1, 2, 5

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	33
	34
	35
	36
	37
	38
	39
	40
	41
	42
	43
	44
	45
	46
	47
	48

	1, 2, 6
	1, 2, 7
	1, 3, 4
	1, 3, 5
	1, 3, 6
	1, 3, 7
	1, 4, 5
	1, 4, 6
	1, 4, 7
	1, 5, 6
	1, 5, 7
	1, 6, 7
	2, 3, 4
	2, 3, 5
	2, 3, 6
	2, 3, 7

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	49
	50
	51
	52
	53
	54
	55
	56
	57
	58
	59
	60
	61
	62
	63
	64

	2, 4, 5
	2, 4, 6
	2, 4, 7
	2, 5, 6
	2, 5, 7
	2, 6, 7
	3, 4, 5
	3, 4, 6
	3, 4, 7
	3, 5, 6
	3, 5, 7
	3, 6, 7
	4, 5, 6
	4, 5, 7
	4, 6, 7
	5, 6, 7

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	65
	66
	67
	68
	69
	70
	71
	72
	73
	74
	75
	76
	77
	78
	79
	80

	1, 2, 3, 4
	1, 2, 3, 5
	1, 2, 3, 6
	1, 2, 3, 7
	1, 2, 4, 5
	1, 2, 4, 6
	1, 2, 4, 7
	1, 2, 5, 6
	1, 2, 5, 7
	1, 2, 6, 7
	1, 3, 4, 5
	1, 3, 4, 6
	1, 3, 4, 7
	1, 3, 5, 6
	1, 3, 5, 7
	1, 3, 6, 7

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	81
	82
	83
	84
	85
	86
	87
	88
	89
	90
	91
	92
	93
	94
	95
	96

	1, 4, 5, 6
	1, 4, 5, 7
	1, 4, 6, 7
	1, 5, 6, 7
	2, 3, 4, 5
	2, 3, 4, 6
	2, 3, 4, 7
	2, 3, 5, 6
	2, 3, 5, 7
	2, 3, 6, 7
	2, 4, 5, 6
	2, 4, 5, 7
	2, 4, 6, 7
	2, 5, 6, 7
	3, 4, 5, 6
	3, 4, 5, 7

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	97
	98
	99
	100
	101
	102
	103
	104
	105
	106
	107
	108
	109
	110
	111
	112

	3, 4, 6, 7
	3, 5, 6, 7
	4, 5, 6, 7
	1, 2, 3, 4, 5
	1, 2, 3, 4, 6
	1, 2, 3, 4, 7
	1, 2, 3, 5, 6
	1, 2, 3, 5, 7
	1, 2, 3, 6, 7
	1, 2, 4, 5, 6
	1, 2, 4, 5, 7
	1, 2, 4, 6, 7
	1, 2, 5, 6, 7
	1, 3, 4, 5, 6
	1, 3, 4, 5, 7
	1, 3, 4, 6, 7

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	113
	114
	115
	116
	117
	118
	119
	120
	121
	122
	123
	124
	125
	126
	127
	128

	1, 3, 5, 6, 7
	1, 4, 5, 6, 7
	2, 3, 4, 5, 6
	2, 3, 4, 5, 7
	2, 3, 4, 6, 7
	2, 3, 5, 6, 7
	2, 4, 5, 6, 7
	3, 4, 5, 6, 7
	1, 2, 3, 4, 5, 6
	1, 2, 3, 4, 5, 7
	1, 2, 3, 4, 6, 7
	1, 2, 3, 5, 6, 7
	1, 2, 4, 5, 6, 7
	1, 3, 4, 5, 6, 7
	2, 3, 4, 5, 6, 7
	1, 2, 3, 4, 5, 6


Serial labels of combinations of non-degraders are represented by numbers in red bold. Actual compositions/elements of non-degraders are represented by numbers in black non-bold. 1: Pseudomonas syringae, 2: Agromyces atrinae, 3: Cupriavidus metallidurans, 4: Ochrobactrum anthropic, 5: Plantibacter flavus, 6: Plantibacter sp., 7: Rhodococcus sp3.
image5.png
98°C 98°C.

72°C 72°C

7min 103\ a0 o= ”m\

15535 cycles





image6.png
98°C 98°C

7 min 105\555"0 2820
30s 7 mi
155 4°C

35 cycles




image1.png
98°C 98°C

7min 10 \608°C

155
35 cycles

72°C 72°C
30s 7min





image2.png
98°C 98°C

7min 10s 28720
in 108 \ s34 28
SRy 30s 7 min

4°C

185 06 eycles \AC




image3.png
98°C 98°C

Sec fal P 12°C
7min 10 \57.65°C jmmm
\— 30s 7 mm\
15s 4°C

35 cycles





image4.png
98°C 98°C

72°G 72°C
Zmin 108 \ 46.8° /—C—
——" 305 7mm\
155,

35 cycles




