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Supplementary Figure 1. Paired tissue analysis of mRNA expression of CRGs in LUAD from TCGA.
(A) COA6, (B) UBE2D1, (C) UBE2D3, (D) DLAT, (E) SOD1, (F) SLC25A3, (G) DBH, and (H) LOXL2 mRNA expression in LUAD from TCGA. *P < 0.05, **P < 0.01, ***P < 0. 001; ns, no significance.
Supplementary Figure 2. CRGs protein expression in LUAD paired tissues of HPA database.
(A-D) The protein expression of CRGs in the HPA database. (A) 61-year-old, male, COA6: high staining. (B) 65-year-old, female, DLAT: high staining. (C) 69-year-old, male, UBE2D1: medium staining. (D) 51-year-old, female, UBE2D3: not detected. Scale bar: 200mm.
Supplementary Figure 3. Prognostic value of CRGs in RFS of LUAD.
The relationship between (A) COA6, (B) UBE2D1, (C) UBE2D3, (D) DLAT, (E) SOD1, (F) SLC25A3, (G) DBH, and (H) LOXL2 and RFS of LUAD patients.
Supplementary Figure 4. A scatter plot showing the relationship between SLC25A3 expression and immune infiltration.
Supplementary Figure 5. A scatter plot displaying the relationship between LOXL2 expression and immune infiltration.
Supplementary Figure 6. Immune cell infiltration analysis of CRGs in LUAD by TIMER.
(A) Correlations between the infiltration of immune cells and the expression of SLC25A3 and LOXL2.
(B-C) The infiltration level of immune cells with different copy states of SLC25A3, LOXL2. *P < 0.05, **P < 0.01.
Supplementary Figure 7. The drug sensitivity analysis. 
(A) Correlation of SLC25A3 with fludarabine.
(B) Correlation of LOXL2 with Tamoxifen (B), by-product of CUDC-305 (C), Dasatinib (D), Simvastatin (E), Midostaurin (F), LDK-378 (G), Zoledronate (H), Everolimus (I), Staurosporine (J), Lenvatinib (K), Raloxifene (L), Bafetinib (M), Belinostat (N), Bleomycin (O), Crizotinib (P), and Palbociclib (Q).
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