	Supplementary table 1 

Primers sequence of expression.

	Gene
	Primer
	5’-3' sequence
	Melting

temperature/℃
	Accession number

	β-actin
	β-actin F
	AGAGGGAAATCGTGCGTGAC
	60.0
	(Zhang et al., 2023)

	
	β-actin R
	ATACCGAGGAAGGAAGGCTG
	
	

	il-8
	IL-8 F
	CGTTGAACAGACTGGGAGAGATG
	64.9
	(Zhang et al., 2023)

	
	IL-8 R
	AGTGGGATGGCTTCATTATCTTGT
	
	

	il-10
	IL-10 F
	CGGCACAGAAATCCCAGAGC
	62.1
	(Zhang et al., 2023)

	
	IL-10 R
	CAGCAGGCTCACAAAATAAACATCT
	
	

	lc3-2
	LC3-2 F
	GAGCAGCACCCCAACAAG
	60.7
	ID: 119893191

	
	LC3-2 R
	ACCAGCAGGAAGAAAGCC
	
	

	vdac
	VDAC F
	CAACACTGAGACCAGCAAG
	56.0
	ID:119895609

	
	VDAC R
	GAGAAGGAGGAATCAAACG
	
	

	trpv
	TRPV F
	AACGAGTACCAACGAGC
	60.4
	ID: 119895306

	
	TRPV R
	ATGTGTGAAAAAAGCCC
	
	

	bnip3
	BNIP3 F
	AGGTTTGGGGGAGGGTTG
	62.9
	ID:119917137

	
	BNIP3 R
	AGAAGGGGGGTCTGTGCT
	
	

	pfk
	PFK F
	GACCACAGCCAACACGCCAG
	63.0
	(Zhao et al., 2022)

	
	PFK R
	GTCATACCTGCCCCGAAGCC
	
	

	pk
	PK F
	ATCGCCATGCCTCATCCAAA
	58.0
	(Lei et al., 2022)

	
	PK R
	CAGATGATGCCAGTGTGAG
	
	

	hk
	HK F
	CCTCCGTGTCAAAGTCAGC
	60
	(Zhao et al., 2020)

	
	HK R
	AGCCTTGAAACGCTTTGTCC
	
	

	*F: forward primer; R: reverse primer. TM: annealing temperature.


	Supplementary table 2 

Statistics and mapping results of RNA-seq data. 

	Sample
	Total Reads
	Mapped Reads（%）
	UniqMapped Reads（%）
	%≥Q30

	GC-1
	60,272,240
	55,908,302 (92.76%)
	53,650,630 (89.01%)
	93.04%

	GC-2
	65,815,714
	59,724,835 (90.75%)
	57,276,895 (87.03%)
	93.25%

	GC-3
	54,214,036
	50,147,792 (92.50%)
	48,226,841 (88.96%)
	93.07%

	GC-4
	61,759,676
	56,787,601 (91.95%)
	54,532,084 (88.30%)
	92.90%

	GC-5
	42,833,734
	39,433,735 (92.06%)
	37,955,530 (88.61%)
	92.90%

	GC-6
	51,339,006
	47,152,670 (91.85%)
	45,442,753 (88.52%)
	92.15%

	GH1-1
	46,634,178
	42,937,430 (92.07%)
	41,250,225 (88.45%)
	92.36%

	GH1-2
	41,176,952
	38,108,850 (92.55%)
	36,691,314 (89.11%)
	92.59%

	GH1-3
	48,274,568
	44,409,474 (91.99%)
	42,747,436 (88.55%)
	92.41%

	GH1-4
	45,863,862
	42,283,584 (92.19%)
	40,700,502 (88.74%)
	92.47%

	GH1-5
	45,768,616
	42,087,301 (91.96%)
	40,575,635 (88.65%)
	91.84%

	GH1-6
	46,286,688
	42,560,344 (91.95%)
	40,999,349 (88.58%)
	92.28%

	GH3-1
	41,232,920
	37,977,278 (92.10%)
	36,589,068 (88.74%)
	92.60%

	GH3-2
	50,156,088
	46,185,396 (92.08%)
	44,364,680 (88.45%)
	92.37%

	GH3-3
	38,965,860
	35,836,990 (91.97%)
	34,499,012 (88.54%)
	92.43%

	GH3-4
	52,185,978
	48,095,369 (92.16%)
	46,235,973 (88.60%)
	92.46%

	GH3-5
	44,021,424
	40,694,654 (92.44%)
	39,121,826 (88.87%)
	92.75%

	GH3-6
	44,564,548
	40,958,794 (91.91%)
	39,391,773 (88.39%)
	92.46%


