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Supplementary Figure 1. Meta-analysis of p27Kip1 associated with progression-free survival in ovarian cancer. (A) Meta-analysis of p27Kip1 associated with progression-free survival in ovarian cancer. (B) The funnel plot showing the distribution of effect size and prevision of individual study estimate when evaluating p27 of the overall HR for OS. Egger’s test: P = 0.011. (C)The funnel plot showing the distribution of effect size and prevision of individual study estimate when evaluating p27 of the overall HR for PFS. Egger’s test: P = 0.879.  (D)The funnel plot showing the distribution of effect size and prevision of individual study estimate when evaluating pSer10p27 of the overall HR for OS. Egger’s test: P = 0.010
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Supplementary Figure 2. The prognosis of CDKN1B in ovarian cancer. (A-B) Survival curves of CDKN1B for progression-free survival and overall survival in ovarian cancer patients (KM‐plotter). (C) The boxplot of CDKN1B expression in tumor and normal tissues of ovarian cancer. (D) An overview of genomic alterations of CDKN1B including CNVs and mutations in ovarian cancer patients from the cBioPortal database. (E-F) Relationship between CDKN1B genomic alterations and prognosis in ovarian cancer patients
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A
Study Progression-free survival HR (95%Cl) Weight (%)
p27KiPt (low vs high) ;
Bali (2004) 1,52 (1.00-2.29) 461
Psyrri (2005) 2.76 (1.60-4.80)  26.2
Hashimoto (2011) 1.01(0.59-1.72)  27.7
Overall (2= 70%, P = 0.04) e — 1.61(0.93-2.78)  100.00
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