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Supplementary figure 1: Alpha and beta diversity between groups
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Supplementary figure 2: Frequency difference between groups in metagnomics for culturomics samples 
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Supplementary figure 3: Linear discriminant analysis between 14 NASH and 10 Controls 
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Supplementary figure 4: relative abundance at species level between 16 NASH and 10 Controls


	Species enriched in NASH
	Culturomics (N=24)
	16s Frequency difference (N=24)
	16s LDA (N=24)
	16S Frequency difference (N=65)
	LDA (N=65)

	Limosillactobacillus fermentum
	·                             
	· 
	· 
	· 
	· 

	Ruminococcus_torques
	 
	· 
	· 
	· 
	· 

	Streptococcus_australisOTU1
	 
	· 
	· 
	· 
	· 

	Faecalibacterium_timonensis
	 
	· 
	· 
	· 
	· 

	Ruminococcus_gnavus
	 
	 
	 
	· 
	· 

	Thomasclavelia_ramosa
	 
	 
	 
	· 
	· 

	Bifidobacterium_adolescentisOTU2
	· 
	· 
	· 
	· 

	Enterocloster bolteae
	· 
	 
	 
	 
	 

	Facklamia hominis
	· 
	 
	 
	 
	 

	Holdemanella biformis 
	· 
	 
	 
	 
	 

	Streptococcus_salivarius0TU3
	 
	· 
	· 
	· 
	· 

	Limosilactobacillus_panisOTU4
	 
	· 
	· 
	· 
	· 

	Streptococcus_mutans
	
	
	
	· 
	· 


Supplementary table: æ Species enriched in NASH patients with different approaches used:
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a. Alpha diversity: p-value: 0.012819; [T-test] statistic: -2.572
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b. Beta diversity: [PERMANOVA] F-value: 4.3486; R-squared: 0.064568; p-
value: 0.001
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Species Frequency difference NASH (N=14)Controls (N=10)P value

Streptococcus_australis

OTU1

12 1

***

Bifidobacterium_adolescentis

OTU2

9 0

***

Faecalibacterium_timonensis 10 1

**

Roseburia_inulinivorans 9 1

*

Ruminococcus_torques 9 1

*

Streptococcus_ihumii

OTU3

6 0

**

Lactobacillus_salivarius 5 0

*

Pseudomonas_gessardii

OTU4

5 0

*

Prevotella_copri 5 0

*

Saccharimonas17_sp233 5 0

*

Alloscardovia_omnicolens 4 0

*

Lactobacillus_fermentum 4 0

*

Bifidobacterium_adolescentis

OTU5

4 0

*

Limosilactobacillus_antris

OTU6

4 0

*

Murimonas_intestini / Ruminococcus_faecis 4 0

*

Parabacteroides_distasonis 4 0

*

Solobacterium_moorei 4 0

*

Alistipes_phocaeensis 0 3

*

Flavonifractor_plautii / Intestinimonas_massiliensis 0 3

*

 Lachnoclostridium_caccae

OTU7

0 3

*

Murimonas_intestini 0 3

*

Alistipes_inops / Tidjanibacter_massiliensis 0 4

*

Alistipes_ihumii 1 5

*

Alistipes_obesi 1 5

*

Bacteroides_cellulosilyticus

OTU8

0 5

*

Alistipes_onderdonkii 2 8

*
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