ID Description

G0:0002181 cytoplasmic translation
G0:0006119 oxidative phosphorylation
G0:0009060 aerobic respiration
G0:0046034 ATP metabolic process
G0O:0045333 cellular respiration

GO:0009205 purine ribonucleoside triphosphate metabolic process
GO:0009144 purine nucleoside triphosphate metabolic process
GO0:0009199 ribonucleoside triphosphate metabolic process
GO:0009141 nucleoside triphosphate metabolic process
G0:0015986 proton motive force—-driven ATP synthesis
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o G0:0006119 oxidative phosphorylation
o G0:0009060 aerobic respiration
§ G0:0015986 proton motive force—driven ATP synthesis
‘é G0:0002181 cytoplasmic translation
o G0:0042776 proton motive force—driven mitochondrial ATP synthesis
) G0:0045333 cellular respiration
O G0:0042773 ATP synthesis coupled electron transport
G0:0042775 mitochondrial ATP synthesis coupled electron transport
G0:0019646 aerobic electron transport chain

G0:0009205 purine ribonucleoside triphosphate metabolic process

SGK1_High

logFC z-score

® downregulated @ upregulated _
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