Table S1. Analysis of cytokines in A549 cells transfected with ANDV U‑mRNA
or m1Ψ-mRNA1

	Target
	U-mRNA
	m1Ψ-mRNA

	IFNA1
	1.51 ± 0.52
	1.24 ± 0.932

	IFNA16
	ND3
	ND

	IFNA17
	ND
	ND

	IFNA2
	ND
	ND

	IFNA6
	ND
	ND

	IFNA7
	ND
	ND

	IFNA8
	ND
	ND

	IFNB1
	17.84 ± 8.41
	0.68 ± 0.83

	IFNG
	ND
	ND

	IFNL1
	+4
	ND

	IFNL2
	+
	ND

	IFNL4
	+
	ND

	IL1A
	ND
	ND

	IL1B
	ND
	ND

	IL2
	ND
	ND

	IL3
	ND
	ND

	IL4
	ND
	ND

	IL5
	ND
	ND

	IL6
	ND
	ND

	IL7
	ND
	ND

	IL8
	5.07 ± 1.1
	3.33 ± 0.34

	IL9
	ND
	ND

	IL10
	ND
	ND

	IL12A
	ND
	ND

	IL12B
	ND
	ND

	IL13
	ND
	ND

	IL15
	0.96 ± 0.13
	0.87 ± 0.06

	IL16
	ND
	ND

	IL17A
	ND
	ND

	IL18
	1.07 ± 0.23
	1.19 ± 0.21

	LTA
	ND
	ND

	TNF
	ND
	ND

	IFIT1
	208.39 ± 72.04
	0.54 ± 0.15

	IFIT2
	133.3 ± 43.65
	1.13 ± 0.27

	IFIT3
	94.45 ± 35.0
	0.57 ± 0.20

	IFIT5
	5.24 ± 1.40
	1.16 ± 0.05

	IRF1
	7.98 ± 1.88
	1.29 ± 0.36

	IRF9
	11.78 ± 1.84
	1.22 ± 0.05

	MX1
	578.72 ± 224.46
	1.97 ± 1.09

	MX2
	+
	ND

	ISG20
	8.82 ± 3.35
	2.38 ± 1.01

	PSMA3
	1.08 ± 0.06
	1.24 ± 0.14

	PSMA6
	1.04 ± 0.07
	1.16 ± 0.02

	PSME2
	1.53 ± 0.25
	0.99 ± 0.09

	TRAFD1
	1.57 ± 0.29
	0.97 ± 0.08

	IFIH1
	37.95 ± 13.2
	0.62 ± 0.10

	BST2
	+
	ND

	DDX58
	30.51 ± 9.71
	1.12 ± 0.02




1 Results of qRT-PCR analysis of cytokine expression in A549 cells transfected with ANDV U‑mRNA or m1Ψ-mRNA tested with TaqMan™ Array, Human Cytokine Network and custom cytokine panel (Applied Biosystems). Fold changes related mock control normalized to GAPDH are indicated (mean values ± SD based on triplicate samples).
2 We consider the detected expression of IFNA1 mRNA non-specific or caused by the presence of remnant genomic DNA.
3 ND, not detected.
4 +, detected, but no quantitative comparison is possible as these genes were not detected in mock control.
