Supplementary table 1: 20 high-ranking significantly dysregulated circRNAs
	CircRNA_ID
	log2FC
	p-value
	Chr
	start
	end
	strand
	up-down
	full_length
	spliced_length
	gene_id
	Gene Name

	novel_circ_0000045
	10.951
	0.016157
	10
	1.04E+08
	1.04E+08
	+
	up
	2184
	675
	ENSRNOG00000004032;
	Tmem94

	novel_circ_0000081
	9.0295
	0.03772
	10
	1.05E+08
	1.05E+08
	-
	up
	10548
	190
	ENSRNOG00000049862;
	Rnf157

	novel_circ_0000092
	7.8714
	0.037381
	10
	1.06E+08
	1.06E+08
	+
	up
	2204
	589
	n/a
	--

	novel_circ_0000158
	7.6047
	0.043161
	10
	10769680
	10770792
	+
	up
	1112
	360
	n/a
	--

	novel_circ_0000192
	7.0241
	0.019162
	10
	1.09E+08
	1.09E+08
	+
	up
	7349
	451
	ENSRNOG00000003821;
	Rptor

	novel_circ_0000225
	6.5174
	0.006415
	10
	1.1E+08
	1.1E+08
	-
	up
	8381
	310
	ENSRNOG00000036698;
	Nploc4

	novel_circ_0000275
	6.0014
	0.026266
	10
	1.11E+08
	1.11E+08
	+
	up
	2583
	486
	ENSRNOG00000036663;
	Foxk2

	novel_circ_0000276
	5.884
	0.007424
	10
	1.11E+08
	1.11E+08
	+
	up
	3536
	402
	ENSRNOG00000036663;
	Foxk2

	novel_circ_0000403
	5.882
	0.049306
	10
	1338588
	1393487
	-
	up
	54899
	309
	ENSRNOG00000002912;
	Parn

	novel_circ_0000423
	5.5807
	0.02981
	10
	13737925
	13747119
	+
	up
	9194
	259
	ENSRNOG00000050057;
	Abca3

	novel_circ_0054281
	-8.9989
	9.01E-11
	7
	78332666
	78333592
	+
	down
	926
	925
	ENSRNOG00000004201;
	Rims2

	novel_circ_0032134
	-7.9561
	5.20E-08
	2
	21559369
	21611712
	-
	down
	52343
	722
	ENSRNOG00000056151;
	AABR07007642.1

	novel_circ_0023807
	-5.9321
	6.23E-05
	1
	1.72E+08
	1.72E+08
	+
	down
	4627
	420
	ENSRNOG00000019613;
	Syt9

	novel_circ_0061573
	-5.5622
	8.72E-05
	X
	1.13E+08
	1.13E+08
	-
	down
	59166
	442
	ENSRNOG00000019086;
	Gucy2f

	novel_circ_0037919
	-5.5545
	0.000111
	3
	51187490
	51187918
	-
	down
	428
	321
	ENSRNOG00000027016;
	Cobll1

	novel_circ_0025602
	-5.5006
	0.000158
	1
	2.36E+08
	2.36E+08
	-
	down
	4483
	466
	ENSRNOG00000025539;
	Vps13a

	novel_circ_0034833
	-5.4511
	0.000179
	3
	1.05E+08
	1.05E+08
	+
	down
	50224
	818
	ENSRNOG00000031760;
	Fmn1

	novel_circ_0041610
	-5.4371
	0.000216
	4
	58093734
	58109685
	-
	down
	15951
	505
	ENSRNOG00000011014;
	Copg2

	novel_circ_0042098
	-5.4351
	0.000251
	4
	66463925
	66473208
	-
	down
	9283
	602
	ENSRNOG00000007034;
	Hipk2

	novel_circ_0013186
	-5.421
	0.000366
	15
	25563659
	25581597
	+
	down
	17938
	672
	n/a
	--
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Supplementary table 1 :  20  high - ranking  significantly dysregulated circRNAs  

CircRN A_ID  log 2F C  p - valu e  C h r  start  end  str an d  up - do wn  full_ lengt h  splice d_len gth  gene_id  Gene   Name  

novel_cir c_00000 45  10. 95 1  0.0 161 57  1 0  1.04 E+0 8  1.04 E+0 8  +  up  2184  675  ENSRNOG 000000040 32;  Tmem9 4  

novel_cir c_00000 81  9.0 29 5  0.0 377 2  1 0  1.05 E+0 8  1.05 E+0 8  -  up  1054 8  190  ENSRNOG 000000498 62;  Rnf157  

novel_cir c_00000 92  7.8 71 4  0.0 373 81  1 0  1.06 E+0 8  1.06 E+0 8  +  up  2204  589  n/a  --  

novel_cir c_00001 58  7.6 04 7  0.0 431 61  1 0  107 696 80  107 707 92  +  up  1112  360  n/a  --  

novel_cir c_00001 92  7.0 24 1  0.0 191 62  1 0  1.09 E+0 8  1.09 E+0 8  +  up  7349  451  ENSRNOG 000000038 21;  Rptor  

novel_cir c_00002 25  6.5 17 4  0.0 064 15  1 0  1.1 E+0 8  1.1 E+0 8  -  up  8381  310  ENSRNOG 000000366 98;  Nploc4  

