Supplementary Table 1: Overview of Genetic Variants and CSF α-Syn seeding results of the genetic cases
	GBA 
n=93
	LRKK2 
n=8
	PRKN 
n=14
	PINK1 
n=2
	Mutations in > 1 genes
n=4

	L444P (GBAsevere)
(n=14, seeding pos n=14)
	G2019S 
(n=4, seeding pos n=4)
	P437L 
heterozygous
(n=3, seeding pos n=0)
	Q126P 
homozygous 
(n=2, seeding pos n=0)
	I2020T (LRRK2) + Y304C (GBAsevere) 
(n=1, seeding pos n=0)

	c.115+1G>A (GBAsevere)
(n=3, seeding pos n=3)
	R1441C 
(n=2, seeding pos n=2)
	R275W
heterozygous
(n=3, seeding pos n=3)
	
	ex3+4del (PRKN) + T369M (GBArisk) 
(n=1, seeding pos n=1)

	W184R (GBAsevere)
(n=2, seeding pos n=2)
	N1437S 
(n=1, seeding pos n=1)
	R234Q
heterozygous
(n=1, seeding pos n=1)
	
	ex4del; ex8+9del (PRKN) + H255Q (GBAsevere) 
(n=1, seeding pos n=0)

	L444P, T369M (GBAsevere)
(n=1, seeding pos n=1)
	I2020T 
(n=1, seeding pos n=0)
	ex2del
heterozygous
(n=1, seeding pos n=1)
	
	R275W (PRKN) + S271G (GBAmild) 
(n=1, seeding pos n=1)

	L444P, E388K (GBAsevere)
(n=1, seeding pos n=1)
	
	ex2dup
heterozygous
(n=1, seeding pos n=1)
	
	

	L444P, E326K, N392S (GBAsevere)
(n=1, seeding pos n=1)
	
	ex3+4del
heterozygous
(n=1, seeding pos n=1)
	
	

	L444P, E326K (GBAsevere) 
(n=1, seeding pos n=1)
	
	ex8+9del
heterozygous
(n=1, seeding pos n=1)
	
	

	c.1265_1319del, D409H, L444P (GBAsevere)
(n=1, seeding pos n=1)
	
	[bookmark: _GoBack]c.101_102delAG; ex3+4del
bi-allelic
(n=1, seeding pos n=0)
	
	

	D409H (GBAsevere)
(n=1, seeding pos n=1)
	
	ex2del; ex7dup
bi-allelic
(n=1, seeding pos n=0)
	
	

	G202R (GBAsevere)
(n=1, seeding pos n=1)
	
	ex3+4+5+6del homozygous
(n=1, seeding pos n=0)
	
	

	R359X (GBAsevere)
(n=1, seeding pos n=1)
	
	
	
	

	N370S (GBAmild)
(n=14, seeding pos n=9)
	
	
	
	

	D140H, E326K (GBAmild)
(n=2, seeding pos n=2)
	
	
	
	

	S271G (GBAmild)
(n=1, seeding pos n=1)
	
	
	
	

	S271G, N370S (GBAmild)
(n=1, seeding pos n=1)
	
	
	
	

	E326K (GBArisk)
(n=33, seeding pos n=30)
	
	
	
	

	T369M (GBArisk)
(n=13, seeding pos n=13)
	
	
	
	

	R39C (GBArisk) 
(n=1, seeding pos n=1)
	
	
	
	

	T297S (GBArisk) 
(n=1, seeding pos n=0)
	
	
	
	


n=: total sample size per mutation
seeding pos n=: number of patients with positive CSF α-Syn seeding out of the total sample size per mutation
