Table S1 Primers used for the quantitative RT-PCR analysis
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	Primer sequence

	16SrRNA-1
	GGT GTA GCG GTG AAA TGC GTA G

	16SrRNA-2
	CCA GGG CAC AAC CTC CAA GT

	eno-1
	ATCGCTCAGGCTATTCTTG

	eno-2
	GCGTGCCATTCAGTTCAG

	pykA-1
	ATCACCGCAACGCAAAT

	pykA-2
	TCGGCAGACAGCATAACC

	pfkA-1
	ACATCAAAGGCACCGACTA

	pfkA-2
	CACCACGATAAACTCACAGC

	pflB-1
	TCACCGAGCAAGACGC

	pflB-2
	CCATACCGCCGATAGATT

	adh-1
	GAACCTCGTGGCGAATAAG

	adh-2
	GCCGAAGGCGATAATGTAG

	sucB-1
	CACCCGCTGTTGAACCT

	sucB-2
	ATACTGCTTACGCAAATCCA

	sucA-1
	GCTGGACTTCCGTAATACCT

	sucA-2
	GCTCGTCGGCTTCGTTG

	sdhC-1
	AAGGGAATAATAAGAACAGC

	sdhC-2
	CGACGGCGATGAAAGTA

	sdhA-1
	AAGATAACTGGGAATGGCACA

	sdhA-2
	TCATCAAGACGGGAGAACG

	frdB-1
	ATCACGGTAAGAAGGAGCG

	frdB-2
	TTCAGGGTGGCGATAAGA

	frdA-1
	CGCCTCGGTTCCAACTC

	frdA-2
	CATAGACAGACCCATCTCATCG

	aceF-1
	GAACTGACCACCATCTCCAA

	aceF-2
	GACGCGGCACAAACTCT

	aceE-1
	ATCACCATCGCCACCC

	aceE-2
	CGCAGCAGTTCATCCC

	nirD-1
	GGGCTGATTGCGGAACA

	nirD-2
	GCACCACGCCGTCTTTT

	nirC-1
	GATACCAGCATCGTTCACTCA

	nirC-2
	GCCAGCAGACACCACCA

	napC-1
	GGAAACCGTCCACTACAAC

	napC-2
	TCTATCAGCCCAAATACCTT

	napA-1
	GGTGGTAAGTGGTGCGGTTTG

	napA-2
	CGGTTGGTATTGGTCGTCA

	soxS-1
	AAATCGGGCTACTCCAAGTG

	soxS-2
	CTACAGGCGGTGACGGTAAT

	marA-1
	ATCCGCAGCCGTAAAATGAC

	marA-2
	TGGTTCAGCGGCAGCATATA

	ramA-1
	CGTCATGCGGGGTATTCCAAGTG

	ramA-2
	CGCGCCGCCAGTTTTAGC

	tolC-1
	AACGGCAAAGCGAAGG

	tolC-2
	CGGGTTAGGGAAGATGG

	arcB-1
	TTTTGCAGGGCGCGGTCAGAATAC

	arcB-2
	TGCGGTGCCCAGCTCAACGAT

	arcA-1
	AAA ACG GCA AAG CGA AGG TC

	arcA-2
	ATG CGG GTT AGG GAA GAT GG

	atpC-1
	CGCTACTCACCGCCATTA

	atpC-2
	GCTTTACGCTTCGCTTCC

	atpD-1
	TCTGTTCGGTGGTGCG

	atpD-2
	CATTTCGTGGTAGAAGTCGT

	atpF-1
	AAGCGAAAGCGGAAGC

	atpF-2
	GCAACAGCCAGGATAGCA





