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S1 Fig. The mutant detection by PCR sequencing  
S2 Fig. The yield characters of T2 N2 /N3 mut (95 DAG) in field (95 DAG in 2021, 125 DAG in 2020)
S3 Fig. The homologous clusters of OsNAC family genes by phylogenetic analysis 
S4 Fig. The homologous analysis of NAC in plant
       The Gene ID are according to the database RAP (rapdb.dna.affrc.go.jp), and 
       (OsNAC02, Os02g0594800), (OsNAC06, Os06g0267500) in NCBI of homologous analysis.
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S7 Fig. The histological analysis during endosperm development 
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S9 Fig. The GO enrichment of DEGs in N2/N3 mutant vs WT
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S11 Fig. The genes of 39 ECs in Sucrose and Starch metabolic pathway in Mapman of N2 vs WT seeds (3DAP) are verified by qRT-PCR.
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S8 Table. The volcano diagram of genes labeled in DEGs of the seeds (N2 vs N3 vs WT, Fig 4C)  
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