Table 2: Differential expression profile of significant lncRNA of R and S plants in response to ToLCBaV infection.
	LncRNA
	SC vs RC
	RC vs RI
	SC vs SI
	SI vs RI
	Chr #

	LOC104647433
	-0.51
	3.09
	-6.52
	9.11
	Chr 5

	LOC101258958
	0.40
	1.37
	-5.52
	7.29
	Chr 5

	LOC104649218
	0.46
	0.84
	-5.84
	7.15
	Chr 9

	LOC101249138
	-0.12
	2.74
	-3.08
	5.70
	Chr 2

	LOC101266013
	-0.12
	2.80
	-2.40
	5.08
	Un

	LOC104644822
	-0.07
	2.93
	-0.71
	3.57
	Chr 12

	LOC112941628
	-0.13
	0.93
	-2.21
	3.01
	Chr 6

	LOC104646115
	-0.64
	0.14
	-2.91
	2.41
	Chr 3

	LOC104645524
	-3.54
	0.66
	-3.92
	1.04
	Chr 2

	LOC101261367
	-0.90
	6.73
	5.05
	0.79
	Chr 10

	LOC101258255
	-0.49
	2.50
	2.07
	-0.06
	Chr 4

	LOC101266684
	0.29
	1.86
	2.26
	-0.11
	Chr 10

	LOC104644653
	0.17
	1.43
	2.63
	-1.03
	Chr 11

	LOC101244860
	0.24
	6.16
	8.34
	-1.94
	Chr 4

	LOC101248076
	-1.22
	2.87
	3.63
	-1.99
	Chr 12

	LOC101246679
	-0.61
	1.21
	2.65
	-2.05
	Chr 10

	LOC101248021
	-0.33
	0.80
	2.73
	-2.26
	Chr 7

	LOC109120492
	0.14
	4.68
	7.22
	-2.40
	Chr 6

	LOC104646842
	-1.41
	4.37
	5.59
	-2.63
	Chr 4

	LOC101263526
	-0.25
	1.27
	3.71
	-2.69
	Chr 6

	LOC101248064
	-1.05
	1.36
	3.31
	-3.00
	Chr 2

	LOC104647308
	-0.21
	2.91
	5.80
	-3.11
	Chr 5

	LOC101257113
	-1.62
	3.00
	4.99
	-3.61
	Chr 9

	LOC101260756
	-1.47
	-0.08
	2.06
	-3.61
	Chr 1

	LOC101245099
	1.02
	2.00
	7.01
	-3.99
	Chr 9

	LOC104649348
	-3.05
	0.57
	2.25
	-4.72
	Chr 9

	LOC104645691
	-2.76
	0.02
	2.01
	-4.75
	Chr 2

	LOC112941701
	-5.56
	1.50
	2.51
	-6.57
	Chr 6

	LOC101258535
	-4.71
	-0.17
	2.28
	-7.15
	Chr 12

	LOC104646177
	-3.34
	0.55
	4.82
	-7.61
	Chr 3

	LOC101261791
	-2.70
	1.26
	6.66
	-8.10
	Chr 12


Un: Unplaced

Table 3: Differential expression profile of significant TFs of R and S plants in response to ToLCBaV infection.
	Gene_ID
	TFs Annotation
	SC vs RC
	RC vs RI
	SC s SI
	SI vs RI

	bHLH and bZIP family

	LOC101262661
	Homeobox-leucine zipper protein ATHB-12
	0.31
	0.33
	-1.92
	2.56

	LOC101259451
	Transcription factor IBH1-like 1
	3.68
	-0.32
	2.87
	0.49

	LOC104648378
	Transcription factor PAR1
	2.80
	-0.04
	2.28
	0.49

	LOC101268010
	Transcription factor JUNGBRUNNEN 1-like
	0.68
	-3.36
	0.83
	-3.51

	LOC101268010
	Transcription factor JUNGBRUNNEN 1-like
	0.68
	-3.36
	0.83
	-3.51

	LOC101245202
	Transcription factor bHLH92
	2.13
	-2.76
	3.88
	-4.50

	LOC101249201
	Trihelix transcription factor GT-3b
	0.50
	-2.71
	3.76
	-5.97

	ERF family TFs

	LOC101263186
	Dehydration-responsive element-binding protein 1A
	-4.79
	3.53
	-0.83
	-0.42

	LOC101246746
	Ethylene-responsive transcription factor ERF027-like
	-0.67
	-2.12
	1.90
	-4.69

	LOC101253047
	Ethylene-responsive transcription factor ERF014
	-0.35
	-1.86
	2.58
	-4.79

	LOC101246590
	Ethylene-responsive transcription factor 1B
	-2.35
	-4.30
	0.58
	-7.24

	Zinc finger protein family

	LOC101248423
	dof zinc finger protein DOF3.4-like
	-0.50
	-0.89
	-3.78
	2.39

	LOC101252493
	dof zinc finger protein DOF2.1-like
	1.53
	0.69
	3.08
	-0.85

	LOC101265680
	dof zinc finger protein DOF4.6-like
	3.20
	-0.65
	3.56
	-1.02

	LOC101267120
	dof zinc finger protein DOF3.6
	3.16
	-0.61
	3.88
	-1.33

	LOC101261583
	Zinc finger protein ZAT11-like
	-1.23
	-4.30
	0.92
	-6.45

	WRKY transcription factors

	LOC101249488
	Probable WRKY transcription factor 75
	2.09
	-0.62
	2.89
	-1.42

	LOC101249443
	Probable WRKY transcription factor 75
	1.25
	0.06
	3.28
	-1.97

	LOC101263251
	Probable WRKY transcription factor 30
	-0.09
	-0.23
	1.75
	-2.07

	SlWRKY33A
	SlWRKY33A
	-0.24
	-0.88
	1.09
	-2.22

	LOC101248996
	Probable WRKY transcription factor 75
	0.40
	-0.11
	3.23
	-2.93

	LOC101261141
	Probable WRKY transcription factor 53
	1.96
	-2.40
	3.36
	-3.80

	LOC101268787
	WRKY transcription factor 33B
	0.08
	-2.58
	-3.78
	-4.21

	LOC101246812
	Probable WRKY transcription factor 40
	0.44
	-2.36
	3.14
	-5.06

	LOC101243805
	WRKY transcription factor 45
	1.50
	-3.12
	6.85
	-8.47

	LOC101258252
	Probable WRKY transcription factor 51
	2.33
	-4.54
	6.85
	-9.05

	NAC family TFs

	LOC101261342
	NAC domain-containing protein 21/22
	1.87
	1.03
	3.17
	-0.27

	LOC101259340
	Transcription factor JUNGBRUNNEN 1-like
	2.61
	-1.68
	2.18
	-1.25

	LOC101243692
	NAC domain-containing protein
	2.18
	-0.85
	2.59
	-1.26

	LOC101264451
	NAC domain-containing protein 71-like
	0.94
	-0.07
	2.60
	-1.73

	NACMTF3
	NACMTF3
	-0.89
	0.22
	1.40
	-2.07

	LOC101267475
	NAC domain-containing protein 2-like
	-0.21
	-1.33
	0.74
	-2.29

	LOC101259046
	Transcription factor JUNGBRUNNEN 1-like
	4.74
	-2.56
	5.93
	-3.75

	LOC101259046
	Transcription factor JUNGBRUNNEN 1-like
	4.74
	-2.56
	5.93
	-3.75

	LOC101257530
	NAC domain-containing protein 22-like
	6.05
	-1.24
	8.63
	-3.81

	NAC1
	NAC1
	0.78
	-3.08
	1.60
	-3.90

	MYB family

	LOC101246607
	Protein RADIALIS-like 3
	-4.09
	5.27
	-1.49
	2.68

	LOC101267581
	Transcription factor MYBS3
	2.57
	-0.93
	0.43
	1.20

	LOC101250412
	Transcription factor MYB48-like
	1.03
	-0.18
	2.83
	-1.98




