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[bookmark: _GoBack]Figure S1 Identification of mitophagy subtypes. (A) Expression level of the 26 mitophagy. *, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001. (B) Correlation of the expression of 26 mitophagy genes. X, no significant correlation.
Figure S2 Correlation analysis between subtypes and clinical features.
Figure S3 Functional analysis for different expressed genes between the two subtypes. (A) The volcano plot for identifying differential expressed gens. (B) Gene Ontology-biological process (GO-BP) of the differential expressed genes. (C) Kyoto Encyclopedia of Genes and Genomes (KEGG) of the differential expressed genes. 


