
C-type lectin receptor signaling pathway (P-value=0.002, FDR=0.05)

Human T-cell leukemia virus 1 infection (P-value=0.002, FDR=0.05) 

Mitophagy - animal (P-value=0.002, FDR=0.05)

NOD-like receptor signaling pathway (P-value=0.002, FDR=0.05) 

Pancreatic cancer (P-value=0.003, FDR=0.05)

Chronic myeloid leukemia (P-value=0.003, FDR=0.05) 

Bacterial invasion of epithelial cells (P-value=0.003, FDR=0.05) 

Synaptic vesicle cycle (P-value=0.003, FDR=0.05)

Epstein-Barr virus infection (P-value=0.005, FDR=0.06) 

Hepatocellular carcinoma (P-value=0.006, FDR=0.08)

NF-kappa B signaling pathway (P-value=1e-04, FDR=0.01)

Epithelial cell signaling in Helicobacter pylori infection (P-value=3e-04, FDR=0.02)

Proteoglycans in cancer (P-value=3e-04, FDR=0.02)

Salmonella infection (P-value=4e-04, FDR=0.02)

Small cell lung cancer (P-value=0.001, FDR=0.05)

Fluid shear stress and atherosclerosis (P-value=0.002, FDR=0.05)
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