[bookmark: _Hlk12611358]MTMR7 suppresses the phenotypic switching of vascular smooth muscle cell and vascular intimal hyperplasia after injury via regulating p62/mTORC1-mediated glucose metabolism
[bookmark: _Hlk139617096]
Xiongshan Sun1, Yao Yang2, Weiwei Zhao1, Mingliang Wang1, Yingmei Chen1, Jia Wang1, Dachun Yang1 and Yongjian Yang1

[bookmark: _Hlk12611150]1Department of Cardiology, The General Hospital of Western Theater Command, Chengdu, Sichuan 610083, China 
2Department of Pharmacy, The General Hospital of Western Theater Command, Chengdu, Sichuan 610083, China

Correspondence: Yongjian Yang (yyj10001@126.com) or Dachun Yang (yangdc71@126.com)

Xiongshan Sun and Yao Yang contributed equally to this wok.

Supplementary Figure Legend
Fig. S1 (A) The graphical presentation of Mtmr7-Tg mice generation by using CRISPR/Cas9 technology. (B) The genotyping results of WT and Mtmr7-Tg mice. M indicates marker. N indicates normal control. P indicates positive control.

[bookmark: OLE_LINK4]Fig. S2 MTMR7 increases the expression of VSMC differentiation markers in PDGF-BB-challenged VSMC. (A, B) VSMCs were transfected with Len-Con or Len-Mtmr7 and then incubated with or without PDGF-BB (30 ng/mL) for another 24 h. Representative western blotting bands and corresponding quantification of Calponin and SM-MHC in VSMCs from different groups were shown (post hoc: LSD; n = 6). Data are presented as mean ± S.D. *P < 0.05, **P < 0.01, and ***P < 0.001 denote statistical comparison between the two marked groups, respectively.

Fig. S3 The single cell sequence analysis of MTMR7 expression and potential related pathways in medial layer of mouse aorta. (A) UMAP of 157 cells from the medial layer of mouse aorta. VSMC lineage-positive cells (red) and VSMC lineage-negative cells (black) were shown. (B) UMAP of the expression level of MTMR7 by using grey-red scales. (C-L) UMAP of the AUC scores of the MTMR7 potential related metabolism pathways based on Reactome by using grey-red scales. 

Fig. S4 MTMR7 suppresses the glucose consumption and activities of glycolysis-related enzymes. (A, B, C) Glucose consumption, the activities of HK and LDH in VSMCs transfected with Len-Con or Len-Mtmr7 and then incubated with or without PDGF-BB (30 ng/mL) for another 24 h (post hoc: LSD; n = 6). Data are presented as mean ± S.D. **P < 0.01, and ***P < 0.001 denote statistical comparison between the two marked groups, respectively.

Fig. S5 MTMR7 increases the expression of VSMC differentiation markers via inhibiting p62/mTORC1 pathway. (A, B) Representative western blotting bands and corresponding quantification of Calponin and SM-MHC in VSMCs from different groups were shown (post hoc: LSD; n = 5). (C, D) Representative western blotting bands and corresponding quantification of Calponin and SM-MHC in VSMCs from different groups were shown (post hoc: LSD; n = 5). Data are presented as mean ± S.D. *P < 0.05, **P < 0.01, and ***P < 0.001 denote statistical comparison between the two marked groups, respectively.
