Supplementary Figures
FIGURE S1
[image: ]


FIGURE S2
[image: ]














FIGURE S3
[image: ]









FIGURE S4[image: ]

		FIGURE S5
[image: ]




FIGURE S6
[image: ]






FIGURE S7
[image: ]








FIGURE S8
[image: ]




FIGURE S9
[image: ]





FIGURE S10
[image: ]
FIGURE S11
[image: ]
FIGURE S12[image: ]
FIGURE S13
[image: ]







[bookmark: _GoBack]FIGURE S14
[image: ]

image6.jpeg




image7.jpeg




image8.png
Optimal number of clusters

A

Uipim apenoy|is abelany

0.00

Number of clusters k

ENN'NS
O'eNIN'NS
V'ENIN'NS 7
<.N_>__2.Zw7
OCANIN'NS 7
m_.N_>__2.2w7
<._._>__2.Zw7

O HAIN'NS

g HNN'NS
V' YNIN'NS
O'YNIN'NS
YINN'NS
Y'W3HN
O'W3HN
g'W3HN
O'SNIN'NS 7

V'SNN'NS

e e A R Y e N s s R e B e B

g'SINN'NS 7 7

Z-score
4
2
0
-2
-4

2 JeIsno g JaIsn|o yIeISND  GJeISnD L ueisniD




image9.png
A Melanosome's Proteins

35 @@ UP-regulated
Hl DOWN-regulated

Melanosome's Proteins

I UP/DOWN Ratio





image10.jpeg
SN-MM3

SN-MM5 SN-MM4

Size of each list

14

55

SN-MM1 SN-MM3 SN-MMS

SN-MM2 SN-MM4

Number of elements: specific (1) or shared by 2, 3, ... lists

C T e T
s 4 3 2 1

SN-MM2

SN-MM3

SN-MM5 SN-MM4

Size of each list

60

SN-MM1 SN-MM3 SN-MMS.
SN-MM2 SN-MM4.

Number of elements: specific (1) or shared by 2, 3, ... lists

] 106 [ 1

50) 3 2 1
46





image11.png
RICTOR
SP110

Z-score

CREB1
PI3K (family)
Insulin

=5
=1 20
o5

AHAOIIIZ;
1kt
&

s it

A I1DEBT

22 o3

o0
>

C1B
1

ABARAPL1
GABARAPL2
DDX5

(o}
{3}
T

Gy

ATF4
GABARAP

SMARCB1
NONO

TFEB
ASPSCR1-TFE3




image12.jpeg
Prediction Legend

Predicted Relationships
More extreme in dataset Less  More confidence Less -
@ norcased measurement () @ rredicteaactivation () Glow Indicates activity . —— Leadstoactivation === Leads to inhibition
‘when opposite of = Finding i " — i
T inding inconsitent Effect not predicted
@ vecreasca measnrement () @) Preacteambivition () measurement o g

with state of
downstream molecule

— Relationship line descriptions
Activation, causation, expression, localization, membership, modification, molecular cleavage, phosphorylation,

( : ) Inhibition, ubiguitination protein-DNA interactions, protein-RNA interactions, regulation of binding, transcription

@ Molecule interacts with itself (e.g. autophosphorylation, dimerization) _ Directinteraction ~~~ ~—===m=

Node Shapes

Indirect interaction

- 5
D Cytokines | E Ton Cl el O Other o Transcription Transmembrane
vl

3 . Translation
L T ) mmme N7 Kinmses > pepase [\ Teasporter

Regulator





image13.jpeg
SN-MM2

SN-MM1

A

c\// \ el
o ~ \/
) oVl 7 P
@l \\\\\.,Aw
.Aln -
- b 5
< 27 /N TS -
-\w/\ | // J\A_._M._
= ¢ “ /Y :
[o]
.
@ : @
w_ €] v
=

SN-MM4

D

SN-MM3

Cc

% W ﬁw T mv A
7
<3 - 1 ] T @
z2A \ \ I / Ir¥ A
& N1/
So, vl by 7t g b4
SNec N NA d ETE Y
2 S XLy A
O hesE N NNl 72 e
s N\l T o
L ////:\\\\ P =
ch _llllllal/w%n\l ||||||| @
3 B
S - C o AT S Se—y g
MT \\\\\\\\ | //////// 4@
g - 1]\ N s
<, G oo N =
S v \\ v I ]\ \ // l\m/
&l 27 o b)Y Y R ®
< s e 0 Y N N
X /4 / | \ N va
@ /7 /1 VN g
T« / | \ S
4 m i 5 <
T @ 7%




image14.jpeg
p-Akt
(Serd73)

p-Akt
(Thr308)

B

SN-MM1 SN-MM2 SN-MM3 SN-MM4 SN-MMS
— > U) _— > (/} — > VJ — & m — > U)
E £ E g E £ E T
5583583 ;5 583G

C
24h
~~ 120
X
0o 100
(=
~ 80
®
T, 60
o
Py 40
ﬁ 20
s 0 T T T T T 1
-1.0 -05 00 05 10 15 20 25
LY294002 Log,4(uM)
72h
120 ~s SN-MM1
= SN-MM2
100
SN-MM3
80 - SN-MM4
- SN-MM5

40

N
=]

Viable cells (nD%)

01 T T T T T T 1
10 05 00 05 10 15 20 25

LY24002 Log,o(uM)

Viable cells (nD%)

-
N

-

0
10 05 00

LY24002 Log,o(uM)

T
0.5

T T
10 15

T
2.0

1
25

ECc,

24h

48h

72h

SN-MM1

128.9

22.94

13.50

SN-MM2

190.1

72.27

31.89

SN-MM3

147.3

50.24

29.79

SN-MM4

122.1

154.4

148.6

SN-MM5

59.62

23.44

13.36





image1.jpeg
JomnL € HOWNL i) HOWNL Fi1o) TMOWNL Fi%) YONNL O

TINIA-NS CINN-NS €INN-NS PINIA-NS SINIA-NS




image2.jpeg
Cell line

SN-MM1

SN-MM2

SN-MM3

SN-MM4

SN-MM5

Samples

Parental tumor

Cell block

Parental tumor
Cell block

Parental tumor
Cell block

Parental tumor
Cell block

Parental tumor
Cell block

Biomarkers

\gJ
r & N FL
S F T S

Score Cells+
(o] o%
[ o0-10%
Bl 10-50%
Bl >50%





image3.jpeg
Ki67 P!:I-H3 -
= WX I @ = Sl S i
» .\ .‘. ' '] < 0-‘} " "‘ b %w G#ﬁﬂ“
) ®s (Y |50 = 9 gl
_o‘b‘,,_. Qg @ !;‘ P L t en g 1
SLF e ® o P Fe &, 7% RaN
E' o, TOH. Q‘“’ > a.%\ e B MRl
e g B S gy Ty €
A S-S Ty egs MEU o
i ol Lt Qe T .
:. & :t‘_'. £ ¥ ‘.._ @‘ | S, P o 2
2 @55 "t B . Nliep) .
_t'!“.;),-, n-Nv _Te® el B
Ki67 pHistone H3
p <0.0001 p =0.0001
sk Tk
dekok F3kk
1009 _* dokok 8 Seokk
2k X Qg K T
801 2k g Hokk
T P T
604 T pEd S |
401 % T @ |l T
v 24 EiE [
= B
21 % s |k i m
0 T f 0 ¥ T T b: ‘;
T T & 0 o
& & & & e"‘é \@e ‘Y\s @e
A A A & & & &F 3





image4.jpeg




image5.jpeg




