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Figure S1. HPLC profiles for the production of apigenin glucosides with different concentrations of apigenin; (a) Apigenin standard; (b) 2 mM; (c) 4 mM; (d) 5 mM; (e) 8 mM; (f) 10 mM and (g) 12 mM with CgIBR-2
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Figure S2. HPLC profile for the production of apigenin glucosides under different temperatures conditions with 5 mM of apigenin; (a) 25℃; (b) 33℃ and (c) 37℃.
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Figure S4. 13C NMR of apigenin standard
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Figure S5. 1H NMR of APG1
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Figure S6. 13C of APG1
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Figure S7. 1H NMR of APG2
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Figure S8. 13C of APG2
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Figure S9. 1H NMR of APG3
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Fig. S10 13C Spectra of APG3
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Fig. S11 1H NMR spectra of APG4
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Fig. S12 13C Spectra of APG4















Table S1; Strains and plasmids used
	Strains and plasmids
	Relevant Characteristics
	Source or references

	Strains
	
	

	E. coli XL1Blue
	Δ(mcrA)183
Δ(mcrCB-hsdSMR-mrr)173 endA1 supE44 thi-
1 recA1 gyrA1 gyrA96 relA1 lac [F' proAB lacIqZΔM15
Tn10 9Tetr)]
	Stratagene

	C. glutamicum 
	Wild type strain, ATCC 13032
	ATCC

	CgIBR- 1
	C. glutamicum harboring pSKSM-Y
	This study

	CgIBR- 2
	C. glutamicum harboring pSKSM-YGP
	This study

	Plasmids
	
	

	pGEM®-T easy vector
	E. coli general cloning vector, ampr
	Promega (USA)

	pSK003
	KmR; C. glutamicum/E. coli shuttle vector. (Psod, pBL1, oriVC.g., oriVE.c).
	Our lab

	pSKSM
	pSK003+Ptac+LacI
	[39]

	pSKSM-Y
	pSK003+Ptac+LacI+ydhE
	This study

	pSKSM-YGP
	pSKSM harboring ydhE, galU1, and pgm
	This study




Table S2; Primers used for this study
	Name
	Sequence (5’-3’)

	GalU1-F
	TAGTCTAGAAAGGAGATATACAATGAGTTTGCCTATCGATGAG

	GalU1-R
	CTGCGGCCGCCTATTTTACTTGAGAATCGTCTGCAATACG

	Pgm-F
	CTGCGGCCGCAAGGAGATATACAATGGCACATGAACGCGCCGG

	Pgm-R
	AGCTGCAGTTACTGTCCGAGTACTTCGCTGACCAA
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