SOS Domain sequence

AVLFV GMSLVLGIAS

RHLLRGTRVP YTVALLVIGI ALGSLEYGAK HNLGKIGHGI RIWNEIDPEL
LLAVFLPALL FESSFSMEVH QIKRCLGQMYV LLAVPGVLIS TACLGSLVKV
TFPYEWDWAKT SLLLGGLLSA TDPVAVVALL KELGASKKLS TIIEGESLMN
DGTAIVVFQL FLKMAMGQNS DWSSIIKFLL KVALGAVGIG LAFGIASVIW
LKFIFNDTVI EITLTIAVSY FAYYTAQEWA GASGVLTVMT LGMFYAAFAR
TAFKGDSQKS LHHFWEMVAY IANTLIFILS GVVIAEGILD SDKIAYQGNS
WRFLFLLYVY IQLSRVVVVG VLYPLLCRFG YGLDWKESII LVWSGLRGAV

ALALSLSVK

>Acat_1g009860

AVGLFRRMDIGSLDIGDFLAIGAIFSATDSVCTLODETPLLYSLVFGEGVVNDATSVVLFNAIQNFDDVHIDAIVLKFVGNF
FYLFFSNTFLGAFKNTVHLLPDTLYLTVNYIDRYLSGNEMNRQQLQLLGVACMLIAAFYKWKLLHVLNYLKFESDSSNNQ
VFLEIMSFFLFTKGARFVCAAQGWVPVLLOQLOFLANHVAELSLLEYNML

>Acat_1g019830

MVVAVEAVIGFRRIPLSRGPFVSGHQFGLSSVEGFHNMTHFSQFPVHYALLLLLCYLWVIAICISIFAAIGAIFSATDSVCTL
QVLNQDETPLLYSLVFGEGVVNDATSVVLFNAIQNFDVVHIDAIIVLKFVGNFFYLFFSSTFLGTFVGTIYSYYLEPGKIPLIG
CGGVSSNEDAYKKIRAGATLVQLYIAFSYGGPALIP

>Acat_1g017970

MAFDLGAYLVRLGILSSTSDHTSVVSINLFVALLCTCHIGHLLEENRWMNESITALVIGLCTGVVILLTTKGKSSHILVFSEDLF
FIYLLPPIIFNAGFQVKKKQFFRNFMTILFGAIGTLISFSIISLGAVGFFRRMDIGSLDIGDFLAIGAIFSATDSVCTLQVLNQD
ETPLLYSLVFGEGVVNDATSVVLFNAIQNFDVVHIDAIIVLKFVGNFFYLFFSSTFLGAFTGLLSAYIIKKLYFGRHSTDREVAL
MMLMAYLSYMLAEARFLLTIQILLFPSRNLLDLSGILTVFFCGIVMSHYTWHNVTESSRVTTKHAFATLSFISETFLFLYVG
MDALDIEKWKFVSDSPGKSIGVSSILLVLVLVGRAAFVFPLSFLSNLTKKSPDEKISFKKQITIWWAGLMRGAVSIALAYNQ,
FTRSGHTQLRGNAMMITSTITVVLFSTMVFGLMTKPLIRFLLLSGTKHFSSMSSEPSTPKSLFSSLLANGQESEVEAGGQ
ERPSSLRMLLSKPTHTVHYYWRKFDDAFMRPMFGGRGFVPFVPGSPTEQSLHGSE

>Acat_6g002750

MAISTISFSLLSSILYSHFTSSSSSTVVSITVFTTLLCFCLVIGHLLEENLWANESITSLLLGLIAGLVTLGLSGWKSSHILEFDEEL
FFIYLLPPIIFNAGFQVKKKQFFRNFSTILLLGVFGTLISFCIISTGSFLLLKEIGITSLKIQDFLAIGAIFSATDSVCTLQVLNQEET
PLLYSIVFGEGVVNDATSIVLFNAVQSLNFNNVDAVTTLKLLGTFLYLFSTSTALGIAVGLVSAYLIKKLYFGRHSTNREVAIML
LMAYLSYMLAELFSLSGILTIFFCGIIMSHYTWHNITERSRVTTRHAFAAMSFISETFIFLYVGMDALDIDKWKRSDGSIGTT
VATSGTILFLVMAGRAVFVFSLANVANCFRNEPDAKIDLRKQFATGSSSKMGAFFITNSIIVVLFSSVVFGTVTKPMIQALL



WOQNPKALNSEDNVVSNLDDIHLLFLENIRGNENGNNRRSSLSRLLANPTSTIHQFWRKFDDKYMRPVFGGRGFMPYV
PGSPSSAAEDNV

>Acat_8g000210

MIIVGVAMAGEEGKGATTSNGMQEVVVAIAKTDVGGGATITYRDKLESINEKNLRLISIGAIFSATDSVCTLQVLNQDETT
LLYSLVFGEGVVNDATSVVLFNANQNFDIVHIDAIVLKFVGNFFYLFFSSTFLGTFGKIPLIGCGGVSRYWNIIVSTDVAGCF
LNRNSLTMLNVTEYSNEDAYKKIRARATLV

>Acat_8g002990

MAMGLGSVMVKMGVLSESDHMSVVSINLFVALLCACIVIGQLLEENRWMNESITALLIGICTGVIILLTTKRTSSHLLVFSE
ELFFIYLLPPIIFNAGFQVKKKQFFRNFITIMLFGAVGTLISFTIISLGAIGIIKKMDIGDLEIGDYLAIGAIFSATDSVCTLQVLS
QDETPLLYSLVFGEGVVNDATSIVLFKAIQNFDPGHVDAVTVLKFVANFFYLFFTSTLLGVFLLDLSGILTVFFCGIVMSHYT
WHNVTESSRVTTKHAFATLSFIAEIFLFLYVGMDALDIEKWKVASNSPGKSAGVSSIVLGLVLIGRAAFVFPLSFLSNLSKKS
PNEKITYKQQVIIWWAGLMRGAVSIALAYNKHLSRDLSMSSDPPSPKSFLSPLLGNGQGSEVETGODLPRPTGLRMLLTA
PTRSVHHYWRKFDDAVMRPVFGGRGFAPFVPGSPTARSAHALQ

>Acat_10g013220

MALFDLFPAAVIFSNETDDDHVVSISVYAPVLCLCNVVIYLLGENRWVNGSIHAMLIGCSIGTIILLSSEGKSSHILRFDEELFF
IYLLPPIIFNAGFQVKKKQFFHNILTITLFGVVGVFISFVIISAGSWWLFSKIGFNGLNARDYLGLVLHQDETPRLYSLVFGEG
VVNDATSVVLFNAIQKMDVSKLESWQAFSVIGDFVYFFPTGTILGIATGLLTAYALKTLYFCRHSTDREIALMVLMAYLSYM
LAESLQSSGILTVFFCGIVMSHYAWHNVSDNSRTTTR

>Acat_10g003600

MEMDLGSVLIKMGVLSASDHTSVVSINLFVALLCGCIVIGHLLEENRWMNESITALLIGLCTGVVILLTTKGRSSHLLVFSED
LFFIYVLPPIIFNAGFQVKKKQFFRNFMTIMLFGAAGTLISFHISLAIGAIFSATDSVCTLQVLSQDETPLLYSLVFGEGVVND
ATSIVLFNAIQNFDLEHADAVTILKFVADFFYLFFTSTFLGVFAGLLSAYIIKKLYFGRHSTNREVALMILMAYLSYMLAELLNL
SGILTVFFCGIVMSHYTWHNVTECSRVTTKHAFATLSFIAETFLFLYVGMDALDIEKWAAVSNSLTAERVFGILGGVDDFRL
GGSLGSSSGVKRDSEGSLEFGVVVQSLPGSLSGQEVIOKNTLLPGNAVSAYVGKQQSHETISAKLKNALGSVGLPQGDLR
RVLLQSRLMFKGLPQLGWGMFKGPISSGKGTSFLWKSIGVSSILLGMVLIGRAAFVFLLSFLSNLSKKYPNEKITFRQQVIV
WWAGLMRGAVSIALAYNQFARTGHTQQPGNAFMITSTITVVLFSTVVFGLMTKPLIRFLLPPSTRQLCRDLSMPSDPTT
PKSLLSPLLGNGQGSEVEAGLNIARPSSLRMLLTAPSRSVHRYWRKFDDAFMRPVFGGRGFAPFVPGSPTERGVDAWQ

>Acat_10g009410

MMELNVTAPPAGSPPPGKEQQAAGVGILLQISMLVLSFVLGHVLRRKKFYYLPEASASLLIGLIVGVLANISNTETSIRAWF
NFHEEFFFLFLLPPIILYPIFAICMMFLLTSTYSIRVQLSTANWPLQKPFFSNFGAIATFAILGTFIASIVTGILVYLGGLTFLMYR
LPLVECLMFGALISATDPVTVLSIFQELGTDMNLYALVFGESVLNDAMAISLYRTMSSVRSHASSGQNFFMIVVRFLETFV
GSMSSGVGVGFTSALISFSNTFLYLONLECCLFVLFPYFSYMLAEGLGLSGIVSILFTGIVMKHYTFSNLSENSQRFATAFFH
LISSLAETFVAANVFGCAYLVNLVRPAHRQIPPKHOKALWYSGLRGAMAFALALQSIHELPEGHGQTIFTATTAIVVLTVLLI
GGSTGTMLEALEVVGDGYNGPIGESYEGNNGYVAPSYEEGTSSGSRLKMKLKEFHKSTTSFTALDKNYLTPFFTSQNGDE
EDFEVLSCLLLPNAKLHDQASQSKIREEGASGGMVSCPGLTG

>Acat_13g008520

MLEQNMTGQPAGAPPPPPAPTPPGKEQQAAGVGILLQISMLVLAFVLGHVLRRHKIYYLPEASASLLIGLIVGGLANISNT
ETSIRGWFNFHEEFFFLFLLPPIILYPKILLWRILFEALNCLLFALTHSTQSGFSLAPKPFFSNFGAIITFALLGTFIASIVTGVLVY



LGGLTYLMYRLPLVESLMFGALISATDPVTVLSIFQELGTDVNLYALVFGESVLNDAVAISLYRTMSSIRSNDSSGENLFLVILS
FLETFVGSMSSVSMTVLIFLFYKYSLLSDISKTMLEETDFHVQIGCSFQSS



