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[bookmark: _Hlk136197689][bookmark: _Hlk136192883]Supplementary Figure 5. Expression analysis, PPI network identification and cytological experiment verification of prognostic related molecules. (A) The boxplot shows the expression levels of signature genes in GSE57495 cohorts. (B) Immunohistochemistry staining of twelve signature genes in the pancreas normal tissue and pancreas cancer tissue.
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