


Supplementary Table 3. MR analysis of systemic inflammatory regulators and periodontitis at P < 5 × 10–8 level.
	outcomes
	method
	OR(95%CI)
	P
	nSNP
	P for heterogeneity test based on MR Egger
	P for heterogeneity test based on Inverse variance weighted
	P for MR-Egger intercept

	CTACK
	Inverse variance weighted
	1.23(0.93-1.62)
	0.1362
	2
	-
	0.7294
	-

	VEGF
	Inverse variance weighted
	0.91(0.76-1.09)
	0.3245
	2
	-
	0.9445
	-

	TRAIL
	Inverse variance weighted
	0.92(0.77-1.09)
	0.3685
	6
	0.5525
	0.4172
	0.2343

	
	MR Egger
	1.3(0.78-2.18)
	0.3657
	6
	
	
	

	
	Weighted median
	0.95(0.77-1.18)
	0.6997
	6
	
	
	

	SCGFb
	Inverse variance weighted
	1.02(0.75-1.38)
	0.8748
	4
	0.1939
	0.2167
	0.4872

	
	MR Egger
	1.25(0.71-2.22)
	0.5138
	4
	
	
	

	
	Weighted median
	1.02(0.74-1.41)
	0.8914
	4
	
	
	

	SCF
	Inverse variance weighted
	0.66(0.35-1.24)
	0.2028
	2
	-
	0.4738
	-

	IL-16
	Inverse variance weighted
	0.91(0.75-1.1)
	0.3447
	3
	0.7536
	0.9518
	0.9897

	
	MR Egger
	0.91(0.67-1.23)
	0.6585
	3
	
	
	

	
	Weighted median
	0.91(0.74-1.11)
	0.3598
	3
	
	
	

	PDGFbb
	Inverse variance weighted
	1.05(0.79-1.39)
	0.7249
	4
	0.2652
	0.3151
	0.4990

	
	MR Egger
	0.7(0.3-2.56)
	0.4717
	4
	
	
	

	
	Weighted median
	1.2(0.9-1.61)
	0.2020
	4
	
	
	

	MIP1b
	Inverse variance weighted
	1.06(0.83-1.34)
	0.6209
	5
	0.0491
	0.0930
	0.8543

	
	MR Egger
	1.01(0.63-1.64)
	0.9419
	5
	
	
	

	
	Weighted median
	1.14(0.88-1.49)
	0.3096
	5
	
	
	

	MCP1
	Inverse variance weighted
	1.03(0.66-1.6)
	0.8779
	4
	0.1146
	0.0909
	0.4254

	
	MR Egger
	0.59(0.17-1.94)
	0.4776
	4
	
	
	

	
	Weighted median
	0.91(0.65-1.28)
	0.6125
	4
	
	
	

	IL-12p70
	Inverse variance weighted
	0.9(0.71-1.14)
	0.4116
	2
	-
	0.5475
	-

	IP10
	Inverse variance weighted
	0.93(0.49-1.77)
	0.8346
	2
	-
	0.1794
	-

	IL18
	Inverse variance weighted
	0.99(0.75-1.3)
	0.9602
	4
	0.4541
	0.2905
	0.2791

	
	MR Egger
	4.37(0.59-32.01)
	0.2834
	4
	
	
	

	
	Weighted median
	1.04(0.77-1.41)
	0.7704
	4
	
	
	

	IL10
	Inverse variance weighted
	0.81(0.6-1.1)
	0.1918
	2
	-
	0.8168
	-

	HGF
	Inverse variance weighted
	1.33(0.75-2.35)
	0.3285
	2
	-
	0.2408
	-

	GROa
	Inverse variance weighted
	0.97(0.8-1.16)
	0.7471
	2
	-
	0.3903
	-

	Eotaxin
	Inverse variance weighted
	1.12(0.82-1.52)
	0.4614
	4
	0.5457
	0.4502
	0.3542

	
	MR Egger
	0.71(0.32-1.58)
	0.4972
	4
	
	
	

	
	Weighted median
	1.03(0.71-1.49)
	0.8517
	4
	
	
	



SNP, single nucleotide polymorphism; OR, odds ratio; CI, confidence interval; CTACK, cutaneous T-cell attracting chemokine; VEGF, vascular endothelial growth factor; TRAIL, TNF-related apoptosis-inducing ligand; SCGFb, stem cell growth factor beta; SCF, stem cell factor; IL-16, interleukin-16; PDGFbb, platelet-derived growth factor BB; MIP1b, macrophage inflammatory protein 1b; MCP1, monocyte chemoattractant protein-1; IL-12p70, interleukin-12p70; IP10, interferon gamma-induced protein 10; IL-18, interleukin-18; IL-10, interleukin-10; HGF, hepatocyte growth factor; GROa, growth-regulated protein alpha.




