Supplementary Figure 2
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® Becells ® endothelial cell
® Cholangiocytes ©® epithelial cell of proximal tubule
@ Circulating NK/NKT @ kidney collecting duct intercalated cell
@ Endothelial cells @ kidney collecting duct principal cell
@ Fibroblasts @ kidney distal convoluted tubule epithelial cell
@ Hepatocytes @ kidney interstitial fibroblast
® Macrophages @ kidney loop of Henle thick ascending limb epithelial cell
@® Mono+mono derived cells @ kidney loop of Henle thin ascending limb epithelial cell
@ Neutrophils @ kidney loop of Henle thin descending limb epithelial cell
® Plasma cells ® leukocyte
©® Resident NK ® podocyte
® Teells @ renal interstitial pericyte
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Supplementary Figure 2: A) UMAPs of the 5 datasets, PBMC, lung, pancreas, liver, and kidney (from the top). On
each dataset, we have visualized cell type labels and clusters (top and bottom row respectively). Each dataset was
embedded and clusters using no integration, JOINTLY, and additional 6 integration methods (each column is a
method). C indicates the number of clusters with the highest ARI score.



