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Supplemental Table S11 The correlation between the four potential metabolic biomarkers and ACS phenotype 
	
	2-Ketobutyric acid
	Argininosuccinic acid
	N6-Acetyl-L-lysine
	SM(d18:1/20:0)

	
	rho
	FDR
	rho
	FDR
	rho
	FDR
	rho
	FDR

	cTnI
	0.53
	1.8E-12
	-0.40
	3.03E-07
	-0.06
	0.46
	-0.18
	0.03

	hs-CRP
	0.46
	2.24E-09
	-0.26
	1.15E-03
	-0.03
	0.73
	0.006
	0.94

	NT-proBNP
	0.46
	3.8E-09
	-0.32
	7.20E-05
	-0.04
	0.64
	-0.06
	0.44

	SYNTAX score I
	0.33
	4.25E-05
	-0.26
	1.32E-03
	0.21
	0.01
	0.23
	4.91E-03

	SYNTAX score II
	0.36
	4.94E-06
	-0.17
	0.03
	0.18
	0.02
	0.32
	8.48E-05

	[bookmark: _Hlk137741476]Gensini score
	0.31
	9.2E-05
	-0.23
	4.15E-03
	0.22
	6.21E-03
	0.29
	2.62E-04

	LVEF
	-0.39
	7.59E-07
	0.30
	1.48E-04
	-0.09
	0.26
	0.14
	0.09


The spearman correlation analysis was conducted to explore the relationship between the four metabolites and the ACS phenotype.
