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Additional file 2: Figure S2. Sample-individual distributions of length-sorted
eccDNAs, related to Figure 2. The histograms indicate the eccDNA distributions up to a
size of 10* bp. Represented are the results for (A) control (C1-10; blue) and (B) ALS (A1-
9; red) samples after removal of mt-DNA sequences and after merging and exclusion of
eccDNAs with less than 2 split reads.



