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Supplementary Table 1. Summary of high throughput sequencing results
	Sample name
	Total raw reads
	Total clean reads
	Percentage (%)

	A0-1
	29,258
	27,989
	95.66 

	A0-2
	29,862
	28,193
	94.41 

	A7-1
	54,891
	51,351
	93.55 

	A7-2
	55,608
	51,755
	93.07 

	A9-1
	52,469
	50,586
	96.41 

	A9-2
	46,425
	42,405
	91.34 

	A11-1
	56,667
	50,502
	89.12 

	A11-2
	48,750
	46,664
	95.72 

	A13-1
	43,083
	41,106
	95.41 

	A13-2
	52,772
	50,144
	95.02 

	B0-1
	29,990
	27,948
	93.19 

	B0-2
	27,230
	24,924
	91.53 

	B7-1
	51,132
	46,428
	90.80 

	B7-2
	44,118
	41,582
	94.25 

	B7-3
	30,079
	27,863
	92.63 

	B9-1
	42,044
	40,674
	96.74 

	B9-2
	42,440
	40,068
	94.41 

	B9-3
	48,121
	46,384
	96.39 

	B11-1
	46,089
	43,873
	95.19 

	B11-2
	35,146
	33,561
	95.49 

	B11-3
	38,739
	37,558
	96.95 

	B13-1
	39,301
	37,364
	95.07 

	B13-2
	44,671
	41,924
	93.85 

	B13-3
	35,376
	33,590
	94.95 

	 
	1024261T
	964436T
	94.21 AVG


Percentage = (Total clean reads/ Total raw reads) × 100%; T, total reads; AVG, average value; A, group A; B, group B; numbers following A or B are fermentation days. 
Supplementary Fig. 1. β-diversity of bacterial communities in different groups. One-way ANOVA analysis of RDA1 (A) and RDA2 (B)scores of group A and group B. Analysis of Similarities (AMOSIN) (C)of group A and group B.
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