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[bookmark: _Hlk140637362]Figure S1. Maximum Likelihood phylogenetic tree based on 13 PCGs of 56 mitogenomes including outgroups species (Phryganea cinerea, Phryganopsyche latipennis, Cheumatopsyche brevilineata, Limnephilus hyalinus, and Stenopsyche angustataas).

Figure S2. Maximum Likelihood phylogenetic tree based on 13 PCGs + 2 rRNAs compared A. conjugella mitochondrial genome with the mitochondrial genomes of 507 Lepidoptera obtained from GenBank, representing 18 superfamilies and 42 families (Supplementary Table S1), including outgroups species (Phryganea cinerea, Phryganopsyche latipennis, Cheumatopsyche brevilineata, Limnephilus hyalinus, and Stenopsyche angustataas).

