Detailed  proofs  of  definitions,  theorems,  lemmas  and  corollaries  to  compute  the  probable  dissociation  constant  and  assign  outcome  to  every  reaction  of  a  constrained  biochemical  network
The  mathematical  rigor  of  the  algorithm  results  in  a  numerically  robust  computation  of  the  probable  dissociation  constant  for  every  reaction  of  a  constrained  biochemical  network.  The  mathematical  formalism  not  only  adds  rigor  but  is  also  necessary  to  parameterize  and  delineate  the  structure  of  the  biochemical  network  under  study.
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