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Carbohydrate metabolic process

Actin cytoskeleton organization

Innate immune response

Glycolysis / Gluconeogenesis

HIF-1 signaling pathway

Neurotrophin signaling pathway

Negative regulation of cell proliferation
Negative regulation of endopeptidase activity
Collagen catabolic process

Proteolysis

Complement and coagulation cascades
Protein processing in endoplasmic reticulum
Protein folding

Hippo signaling pathway

Acute-phase response

Lysosome

Biosynthesis of amino acids

Retina homeostasis
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