Supplementary file 1. Sequences used in phylogenetic tree.
>AtHB8
MGGGSNNSHNMDNGKYVRYTPEQVEALERLYNDCPKPSSMRRQQLIRECPILSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQKQVSHLVYENSYFRQHPQNQGNLATTDTSCESVVTSGQHHLTPQHQPRDASPAGLLSIADETLTEFISKATGTAVEWVQMPGMKPGPDSIGIVAISHGCTGIAARACGLVGLDPTRVAEILKDKPCWLRDCRSLDIVNVLSTANGGTLELIYMQLYAPTTLAPARDFWMLRYTSVMEDGSLVICERSLNNTQNGPSMPPSPHFVRAEILPSGYLIRPCEGGGSILHIVDHFDLEPWSVPEVLRSLYESSTLLAQRTTMAALRYLRQISQEISQPNVTGWGRRPAALRALSQRLSKGFNEAVNGFSDEGWSILESDGIDDVTLLVNSSPTKMMMTSSLPFANGYTSMPSAVLCAKASMLLQNVPPSILLRFLREHRQEWADNSIDAYSAAAIKAGPCSLPIPRPGSFGGQVILPLAHTIENEEFMEVIKLESLGHYQEDMMMPADIFLLQMCSGVDENAVESCAELIFAPIDASFSDDAPIIPSGFRIIPLDSKSEGLSPNRTLDLASALDVGSRTAGDSCGSRGNSKSVMTIAFQLAFEMHMQENVASMARQYVRSVIASVQRVALALSPSSHQLSGLRPPPASPEAHTLARWISHSYRCYLGVDLLKPHGTDLLKSLWHHPDAVMCCSLKALSPVFTFANQAGLDMLETTLVALQDITLDKIFDNNNGKKTLSSEFPQIMQQGFMCMDGGICMSSMGRAVTYEKAVGWKVLNDDEDPHCICFMFLNWSFI
>AtHB15
MAMSCKDGKLGCLDNGKYVRYTPEQVEALERLYHDCPKPSSIRRQQLIRECPILSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVHENSYFRQHTPNPSLPAKDTSCESVVTSGQHQLASQNPQRDASPAGLLSIAEETLAEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGVAARACGLVGLEPTRVAEIVKDRPSWFRECRAVEVMNVLPTANGGTVELLYMQLYAPTTLAPPRDFWLLRYTSVLEDGSLVVCERSLKSTQNGPSMPLVQNFVRAEMLSSGYLIRPCDGGGSIIHIVDHMDLEACSVPEVLRPLYESPKVLAQKTTMAALRQLKQIAQEVTQTNSSVNGWGRRPAALRALSQRLSRGFNEAVNGFTDEGWSVIGDSMDDVTITVNSSPDKLMGLNLTFANGFAPVSNVVLCAKASMLLQNVPPAILLRFLREHRSEWADNNIDAYLAAAVKVGPCSARVGGFGGQVILPLAHTIEHEEFMEVIKLEGLGHSPEDAIVPRDIFLLQLCSGMDENAVGTCAELIFAPIDASFADDAPLLPSGFRIIPLDSAKQEVSSPNRTLDLASALEIGSAGTKASTDQSGNSTCARSVMTIAFEFGIESHMQEHVASMARQYVRGIISSVQRVALALSPSHISSQVGLRTPLGTPEAQTLARWICQSYRGYMGVELLKSNSDGNESILKNLWHHTDAIICCSMKALPVFTFANQAGLDMLETTLVALQDISLEKIFDDNGRKTLCSEFPQIMQQGFACLQGGICLSSMGRPVSYERAVAWKVLNEEENAHCICFVFINWSFV
>NtHB8sy
MMAVTSACKDSKMGMDNGKYVRYTPEQVEALERLYHECPKPSSLRRQQLIRECPILSNIEPKQIKVWFQNRRCREKQRKESSRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVYENSFFRQQTQTAALTTTDNNSCESVVTSGQQNLSAQRPPRDASPAGLLSLAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGITAISHSCSGVASRACGLVGLEPTRVAEILKDRPSWFRDCRAVDVLNVMSTGSGGTIELLYMQLYAPTTLAPARDFWLMRYTSVMEDGSLVVCERSLNNTQNGPSMPPVQNFVRAELLPSGYLIRPCEGGGSIIHIVDHMDLEPWSVPEVLRPLYESSTVLSQRTTMAALRHLRQISQEISHPTVTGWGRRPAALRALGQRLSKGFNEAVNGFTDEGWSMLESDGIDDVTLLVNSSPSKLMGANISYANGFPSMSSAVLCAKASMLLQNVPPAILLRFLREHRSEWADSGIDAYSAAAVKAGPCSIPVTRTGCFGGQIILPLAHTIEHEEFMEVIRLESIGHYQDDMIMPGDIFLLQLCSGVDENAVGTCAELVFAPIDASFADDAPLLPSGFRIIPLDSKADASSPNRTLDLASTLEVGPAGSRPNGDYSKN
SSSTKSVMTIAFQFAFEIHLQENIAAMARQYVRSIISSVQRVALALSPSRLGSLPGLRSPPGTPEAQTLARWICQSYRFFLGVELLKSVSGGSESVLKEIWHHSDALMCCSLKALPVFTFANEAGLDMLETTLVSLQDITLEKIFDDNGRKALFSELPQIMQQGFACLQGGICLSSMGRPISYERAIAWKVLNEEEDPHCICFMFVNWSFV
>NtHB8to
MMAVTSACKDSKMGMDNGKYVRYTPEQVEALERLYHECPKPSSLRRQQLIRECPILSNIEPKQIKVWFQNRRCREKQRKESSRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVYENGFFRQQTQTAALTTTDNNSCESVVTSGQQNVSAQRPPRDASPAGLLSLAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHSCSGVASRACGLVGLEPTRVAEILKDRSSWFRDCRAVDVLNVMSTGSGGTIELLYMQLYAPTTLAPARDFWLMRYTSVTEDGSLVVCERSLNNTQNGPSMPPVQNFVRAELLPSGYLIRPCEGGGSIIHIVDHMDLEPWSVPEVLRPLYESSTVLSQRTTMAALRHLRQISQEISHPTVTGWGRRPAALRALGQRLSKGFNEAVNGFTDEGWSMLESDGIDDVTLLVNSSPSKLMGANISYANGFPSMSSAVLCAKASMLLQNVPPVILLRFLREHRSEWADSGIDAYSAAAVKAGPCSIPVTRTGSFGGQIILPLSHTIEHEEFMEVIRLESIGHYQDDMIMPGDIFLLQLCSGVDENAVGTCAELVFAPIDASFADDAPLLPSGFRIIPLDSKADASSPNRTLDLASTLEVGPAGSRPNGDYSKNSGSTKSVMTIAFQFAFEIHLQENIAAMARQYVRSIISSVQRVALALSPSRLGSLPGLRSPPGTPEAQTLARWICQSYRFFLGVELLKSVGGGSESILKEIWHHSDALMCCSLKALPVFTFANEAGLDMLETTLVSLQDITLEKIFDDNGRKTLFSELPQIMQQGFACLQGGICLSSMGRPISYERAVAWKVLNEEEDPHCLCFMFINWSFV
>NtHB15sy1
MASCKDGKTSSVMDNGKYVRYTPEQVEALERLYHDCPKPSSMRRQQLIRECPILSHIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVYENGYFRRQTHSTTLATKDTSCESVVTSGQHHLTSQHPPRDASPAGLLSIAEETLAEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGVAARACGLVGLEPTRVAEILKDRPSWFRDCRAVDVLNVLPTANGGTIELLYMQLYAPTTLAPARDFWLLRYTTVMDDGSLVVCERSLGNTQNGPSMPPVQNFVRAEILPSGYLIRPCEGGGSIIHIVDHMNLEAWSVPEVLRPLYESSAVLAQKTTVAALRYLRQIAQEVSQTNVSNWGRRPAALRALSQRLSRGFNEALNGLTDEGWSMLGSDGMDDITILVNSSPDKLMGLNLSFANGFSSLSNAVMCAKASMLLQNVPPAILLRFLREHRSEWADNNIDAYSAAAIKVGPCCLPGTRVGNFGGQVILPLAHTVEHEELLEVIKLEGVGHSPEDAIMPRDMFLLQLCSGMDENAVGTSAELIFAPIDASFADDAPLLPSGFRIISLESGKESSSPNRTLDLTSALETGPAENKVGNDLHTNGGTSRSVMTIAFQFAFESHMQENVASMARQYVRSIISSVQRVALALSPSHLGSHGGLRLPLGTPEAHTLARWIFQSYRCFLGVELLKSIAEGSESILKSLWHHSDAIICCSAKAMPVFTFANQAGLDMLETTLVALQDITLEKIFDDHGKKNLCTEFPQIMQQGFACLQGGICLSSMSRPISYERAVAWKVMNEEDSPHCICFMFVNWSFV
>NtHB15to1
MASCKDGKTSSVLDNGKYVRYTPEQVEALERLYHDCPKPTSMRRQQLIRECPILSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVYENGYFRRQTHSTTLATKDTSCESVVTSSQHHLTSQHPPRDASPAGLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGVAARACGLVGLEPTRVAEILKDRPSWFRDCRAVDALNVLPTANGGTIELLYMQLYAPTTLAPARDFWLLRYTTVMDDGSLVVCERSLGNTQNGPSMPPVQNFVRAEILPSGYLIRPCEGGGSIIHIVDHMNLEAWSVPEVLRPLYESSAVLAQKTTVAALRYLRQIAQEVSQTNVTNWGRRPAALRALSQRLSRGFNEALNGLTDEGWSMLGSDGMDDITILVNSSPDKLMGLNLSFANGFSSLSNAVMCAKASMLLQNVPPAILLRFLREHRSEWADNNIDAYSAAAIKVGPCCLPGAQVGNFGGQVILPLAHTVEHEELLEVIKLEGVGHSPEDTIMPRDMFLLQLCSGMDENAVGTSAELIFAPIDASFADDAPLLPSGFRIISLESGKESSSPNRTLDLTSALETGPAENKVGNDLHTNGGTSRSVMTIAFQFAFESHMQENVASMARQYVRSIISSVQRVALALSPSHLGSHGGLRLPLGTPEAHTLARWICQSYRCFLGVELLKSIAEGSDSILKSLWHHSDAIICCSAKALPVFTFANQAGLDMLETTLVALQDITLEKIFDDHGKKNLCTEFPQIMQQGFACLQGGICLSSMSRPISYERAVAWKVMNEEDSPHCICFMFVNWSFV
>NtHB15sy2
MSMSCKDGKSVDDNGKYVRYTPEQVEALERLYHECPKPSSMRRQQLIRECPILSHIEPRQIKVWFQNRRCREKQRKESSRLQGVNRKLSAMNKLLMEENDRLQKQVSQLVYENGYFRKQTQTTKIASKDTSCESVVTSGQHHLTPQHPPRDASPAGLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGMAARACGLVGLDPTRVAEILKDRPSWYRDCRAVEVLNLPTANGGTIELLYMQLYAPTTLAPPRDFWLLRYSTVMDDGSLVVCERSLGNTQNGPSMPPVPNFVRAEMLPSGYLIRPCEGGGSIVHIVDHMDLEAWSVPEVLRPLYESSAVLAQKTSMAALRQLRQITLEASQPNVTNWGRRPAALRALSKKLSRGFNEALNGFSSEGWSMRDNDGMDDVTILVNSSPDKLMGLNLSFADEFTSLSNAVLCAKASMLLQSVTPAVLLRFLREHRSEWVDNDIDAYAAAAVKVGPCSLPGARVCNFGGQVILPLAHTAEHEELLEVIKLEGVCHSPEDVIMPRDMFLLQMCSGMDENAVGTCAELIFAPIDASFADDAPLLPSGFRIIPLDSAKEASSPNRTLDLTSALEIGPAESKVANDFKSTGVTSKSIMTVAFQFAFESHMQENVASMARKYVRSFISSVQRVALALSPSHFGSLGGLRLHLGTPEAHTLARWICQSYRHYLGVELLKMSGEGSESVLESLWQHSDAIICCSAKALPVFTFANQAGLDMLETTLVALQDISLEKIFDEHGRKNLCSEFPQIMQQGFACLRGGICLSSMGRPVSYEKAVAWKVLNEEDNAHCISFMFVNWSFV
>NtHB15to2
MSMSCKDGKSVDDNGKYVRYTPEQVEALERLYHECPKPSSMRRQQLIRECPILSHIEPRQIKVWFQNRRCREKQRKESSRLQGVNRKLSAMNKLLMEENDRLQKQVSQLVYENGYFRKQTQTTKIASKDTSCESVVTSGQHHLAPQHPPRDASPAGLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGMAARACGLVGLDPTRVAEILKDRPSWYRDCRAVEVLNMLPTANGGTIELLYMQLYAPTTLAPPRDFWLLRYSTVMDDGSLVVCERSLGNTQNGPSMPPVQNFVRAEMLPSGYLIRPCEGGGSIVHIVDHMDLEAWSVPEVLRPLYESSAVLAQKTSMAALRQLRQITLEASQPNVTNWGRRPAALRALSKKLSRGFNEALNGFSSEGWSMLDNDGMDDVTILVNSSPDKLMGLNLSFADEFTSLSNAVLCAKASMLLQSVTPAVLLRFLREHRSEWVDSDIDAYAAAAVKVGPCSLPGARVCNFGGQVILPLAHTAEHEELLEVIKLEGVCHSPEDVIMPRDMFLLQMCSGMDENAVGTCAELIFAPIDASFADDAPLLPSGFRIIPLDSAKEASSPNRTLDLTSALEIGPAESKVVNDKSTGVTSKSIMTIAFQFAFESHMQENVASMARKYVRSFISSVQRVALALSPSHFGSLGGLRLPLGTPEAHTLARWICQSYRHYLGVELPKLSGEGSESVLESLWQHSDAIICCSAKALPVFTFANQAGLDMLETTLVALQDISLEKIFDEHGRKNLCSEFPQIMQQGFACLRGGICLSSMGRPVSYEKAVAWKVVNEEDNAHCISFMFVNWSFI
>PtrHB8
MDNGKYVRYTPEQVEALERLYHECPKPSSMRRQQLIRECPILSHIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVYENSYFRQQTQNATNLATTDTSCESVVTSGQHHLTPQHPPRDASPAGLLSIAEETLAQFLSKATGTAVEWVQMPGMKPGPDSIGIVAISHGCTGVAARACGLVGLEPTRVAEILKDRPSWFRDCRAVDVVNALSTGSGGTIELLYMQLYAPTTLAPARDFWLLRYTSVLEDGSLVVCERSLNNTQNGPSMPPTQHFVRAEMLPSGYLIRPCEGGGSIIHVVDHMDLEPWSVPEVLRPLYESSTLLAQKTTMAALRHLRQVSQEVSQPNVTGWGRRPAALRALSQRLSKGFNEAVNGFADEGWSMLESDGIDDVTVLVNSSPAKMMGVNFSYANGFPSMSNAVLCAKASMLLQNVPPAILLRFLREHRSEWADSGIDAYAAAAVKAGPCSLPMSRAGNFGGQVILPLAHTIEHEEASTSFMEVIKLENMGYREDMLMPGDVFLLQLCSGVDENAVGTCAELIFAPIDASFSDDAPIIPSGFRIIPLDSGMDASSPNRTLDLASALEVGPAGNRASGDLSGRSGCTKSVMTIAFQFAFEMHLQENVASMARQYVRSIIASVQRVALALSPSHFGSHAGFRPPPGTPEAHTLARWICESYRCYLGVELLKNEGSESILKTLWHHSDALMCCSLKTLPVFTFANQAGLDMLETTLVALQDITLEKIFDDNGRKTLYSEFPQIMQQGFMCLQGGICLSSMGRPVSYERAVAWKVLNEEESAHCICFMFINWSFV
>PtrHB6
MEMSCKDGKQPIMDNGKYVRYTPEQVEALERLYHDCPKPSSIRRQQLIRECPILSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLSAMNKLLMEENDRLQKQVSQLVYENGYFRQHTHNTPLATKDTSCESVVTSGQHHLTPQHPPRDASPAGLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSSGIVAISHGCAGVGARACGLVGLEPTRVAEILKDRPSWFRDCRAVDVLNVLPTANGGTIELLYMQLYAPTTLAPGRDFWLLRYTSVLEDGSLVVCERSLKNTQNGPSMPPVQHFVRAEMLPSGYLVRPCEGGGSIIHIVDHMDLEPWSVPEVLRPLYESSTVLAQKTTMVALRQLRQIAQEASQSNVTNWGRRPAALRALSQRLSRGFNEALNGFSDEGWSMIGNDGMDDVTILVNSSPDKLMGSNLSFTNGFPAVSSAVLCAKASMLLQNVPPAILLRFLREHRSEWADNNIDAYAAAAVKVGPFSLQGSRVGSFGGQVILPLAHTIEHEEFLEVIKLEGVGHSPEDPIMPRDVFLLQLCCGMDENAVGTCAELIFAPIDATFADDAPLLPSGFRIIPLDSGKEASSPNRTLDLAAALEVGPAGNRASSDHSANSGCTRSVMTIAFEFAFESHMQEHVASMTRQYIRSIISSVQRVALALSPHLGSQAGLRSPLGTPEAQTLARWICQSYRSYLGVELLKSNGEGSESILKTLWHHSDAIMCCSLKALPIFTFANQAGLDMLETTLVALQDITLEKIFDDHGRKTLCSEFSQIMQQGFTCLQGGICLSSMGRPVSYERAVAWKVLNEEENAHCICFMFINWSFV





>AtNST1
MMSKSMSISVNGQSQVPPGFRFHPTEEELLQYYLRKKVNSIEIDLDVIRDVDLNKLEPWDIQEMCKIGTTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKIIYSNGRRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDDNIISPEDVTVHEVVSIIGEASQDEGWVVCRIFKKKNLHKTLNSPVGGASLSGGGDTPKTTSSQIFNEDTLDQFLELMGRSCKEELNLDPFMKLPNLESPNSQAINNCHVSSPDTNHNIHVSNVVDTSFVTSWAALDRLVASQLNGPTSYSITAVNESHVGHDHLALPSVRSPYPSLNRSASYHAGLTQEYTPEMELWNTTTSSLSSSPGPFCHVSNGSG
>AtNST2
MNISVNGQSQVPPGFRFHPTEEELLKYYLRKKISNIKIDLDVIPDIDLNKLEPWDIQEMCKIGTTPQNDWYFYSHKDKKYPTGTRTNRATTVGFWKATGRDKTIYTNGDRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDESVLISSCGDHDVNVETCDVIGSDEGWVVCRVFKKNNLCKNMISSSPASSVKTPSFNEETIEQLLEVMGQSCKGEIVLDPFLKLPNLECHNNTTITSYQWLIDDQVNNCHVSKVMDPSFITSWAALDRLVASQLNGPNSYSIPAVNETSQSPYHGLNRSGCNTGLTPDYYIPEIDLWNEADFARTTCHLLNGSG
>AtNST3
MADNKVNLSINGQSKVPPGFRFHPTEEELLHYYLRKKVNSQKIDLDVIREVDLNKLEPWDIQEECRIGSTPQNDWYFFSHKDKKYPTGTRTNRATVAGFWKATGRDKIICSCVRRIGLRKTLVFYKGRAPHGQKSDWIMHEYRLDDTPMSNGYADVVTEDPMSYNEEGWVVCRVFRKKNYQKIDDCPKITLSSLPDDTEEEKGPTFHNTQNVTGLDHVLLYMDRTGSNICMPESQTTTQHQDDVLFMQLPSLETPKSESPVDQSFLTPSKLDFSPVQEKITERPVCSNWASLDRLVAWQLNNGHHNPCHRKSFDEEEENGDTMMQRWDLHWNNDDNVDLWSSFTESSSSLDPLLHLSV
>NtNST3sy
MSKDMNLSVNGQSQVPPGFRFHPTEEELLHYYLRKKVACEKIDLDVIRDVDLNKLEPWDIQEKCRIGGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKVIHSNCKRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDDNTNPQEAVNASESSSPEEGWVVCRVFKKKNYHKALESPHQSSSAVSIMNSRTLIQKPNNDGVLDQILMYMGRSSCKQQDHENKHNINLVNNINNIHLDDHHMQINSNSFINSSGSRFLHLPGLENHHSPTTNMDDDVSSLQLIQQDCSFGHENMLTETEPSSGAGPSDWVALDRLVASQLNGHVETSNNLYFPLHNNGLQLRTNGRPNDEDDAFSQSQAAHDDDVEFWSYARSSSSSPSDPLCHLSV
>NtNST3to
MSKDMNLSVNGQSQVPPGFRFHPTEEELLHYYLRKKVACEKFDLDVIRDVDLNKLEPWDIQEKCRIGGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKVIHSNCKRIGMSKTLVFYKGRAPHGQKSDWIMHEYRLDDNTTNPQDAVNASESSSPEEGWVVCRVFKKKNYHKALESPHQSSSAVSIMNSRTLIQKPNNDGVLDQILMYMGRSSCKQQDHESKHNINLVNNINNIHLDDHHMQINSNSSFINTNSGTRFLHLPGLENHHSPTNNMDDDVSSLQLIQQDCSFGHENMLTETEPCSGAGPSDWVALDRLVASQLNGHVETSNNKLYFPLHNNGLQLRTNGRPNDEDDAFSQSQAAHDDDVEFWSYARSSSSSPSDPLCHLSV
>PtrWND1A
MPEDMVNLSINGQSQVPPGFRFHPTEEELLHYYLRKKVAYERIDLDVIREVDLNKLEPWDIQEKCKIGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKIIYSGFKRIGLRKTLVFYKGRAPHGQKSDWIMHEYRLDDSTHETNVSNPIGEAIPEEGWVVCRVFRKKNYQKTLESPKGSSSSLDSKAHQILGSGNEGVLDQI
LMYMGRTCKMENETFSNMNISNNSNSSSLRFLSNNCISEGLHERFMHLPRLESPTLPSIPIRSPSFDQDRSFISCYHQSYDEMLTENEPSSPNQVGNGIFDMTSSSMTDHDSKSGQLNDWVTLDRLVASQLNGHEVETSKQLSCFSTDPNASFGLSPDDGMQLSHKQHSHGSSSSNIQANSSHVYSNENDLWSLTKSSSPSSSSDPLCHLSV
>PtrWND1B
MPEDMMNLSINGQSQVPPGFRFHPTEEELLHYYLRKKVANEKIDLDVIREVDLNKLEPWDIQEKCKIGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATGRDKIIYSGFKRIGLRKTLVFYRGRAPHGQKSDWIMHEYRLDDSTNDTNVSNPIGEAIPEEGWVVCRVFRKKNYQKTLESPKSSSCSLDSKAHQILGSGNDGVLDQILLYMGRTCKMENETFSNMNISNNNSSLRFLSDNSISDGLHERFMHLPRLDSPPLPSIPLSSPSFDQDRSFKSCYHQSYDEMLTENEPSSSNQIGNGTFDMISSSVIHGSKSGQLNDWVTLDRLVASQLNGHEAETSKHLSCFTTGPNASFGLSPDDDMQLSHLQNSHRSSSNIQANTSHVYTNENDLWGFTKSSSPSSSSDPLCHLSV
