Enhanced phenylpropanoid metabolism underlies resistance to Fusarium oxysporum vasinfectum f. sp. race 4 infection in the cotton cultivar Pima-S6 (Gossypium barbadense L.)
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Supplementary Figure 1. Principal Component Analysis (PCA) of the RNA-seq libraries generated in this study.























	Supplementary Table 1. Alignment statistics and information about the 27 RNA-seq libraries were generated and analyzed in this study. 

	Genotype
	Treatment
	Replicate
	Raw Reads
	Aligned Reads
	% of Alignment
	Library Type

	Pima 3-79
	control
	1
	4217918
	3521586
	83.5
	Paired-end

	Pima 3-79
	control
	2
	4484855
	3766385
	84.0
	Paired-end

	Pima 3-79
	control
	3
	12685829
	9842536
	77.6
	Paired-end

	Pima 3-79
	FOV4
	1
	4540990
	3490687
	76.9
	Paired-end

	Pima 3-79
	FOV4
	2
	3881310
	3065877
	79.0
	Paired-end

	Pima 3-79
	FOV4
	3
	4166535
	2937874
	70.5
	Paired-end

	Pima-S6
	control
	1
	4206901
	3456981
	82.2
	Paired-end

	Pima-S6
	control
	2
	4264099
	3578609
	74.6
	Paired-end

	Pima-S6
	control
	3
	13306590
	9466152
	71.1
	Paired-end

	Pima-S6
	FOV4
	1
	4600488
	3810780
	82.8
	Paired-end

	Pima-S6
	FOV4
	2
	4506533
	3729056
	82.7
	Paired-end

	Pima-S6
	FOV4
	3
	9363353
	6879433
	73.5
	Paired-end

	Pima-S7
	control
	1
	4510900
	3758257
	83.3
	Paired-end

	Pima-S7
	control
	2
	4226092
	3502960
	82.9
	Paired-end

	Pima-S7
	control
	3
	11037955
	8689885
	78.7
	Paired-end

	Pima-S7
	FOV4
	1
	4117433
	3285851
	79.8
	Paired-end

	Pima-S7
	FOV4
	2
	4072252
	3294645
	80.9
	Paired-end

	Pima-S7
	FOV4
	3
	10450239
	7771473
	74.4
	Paired-end

	Note: All libraries were sequenced using Illumina technology. Pima libraries were aligned to the assembly of the Pima-S6 G. barbadense genome (Chávez Montes et al., 2023).
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