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Table 1

Entrez gene Gene Symble Fold-change  Regulation
Top 10 down-regulated DEGs

221091 LRRN4CL -1.812791587  Down
374739 TEPP -1.809953041 Down
10394 PRG3 -1.804638267 Down
29802 VPREB3 -1.801344638 Down
128344 PIFO -1.797072559  Down
115416 MALSU1 -1.777617252  Down
266977 ADGRF1 -1.774645545  Down
5118 PCOLCE -1.766364388 Down
57124 CD248 -1.763569184  Down
390595 UBAP1L -1.750035619  Down
Top 10 up-regulated DEGs

36374580 LOC81691 1.818724228 up
80078 LCAL1 1.81251896 up
167127 UGT3A2 1.794404796 up
83878 USHBP1 1.789989178 up
1414 CRYBB1 1.78277557 up
161198 CLEC14A 1.781051974 up
3053 SERPIND1 1.780830165 up
56120 PCDHGBS8P 1.778507474 up
101559451 LOC101559451 1.77809897 up
101927697  LOC101927697 1.776554236 up
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Table 2. Top ten genes demonstrated by connectivity degree in
the PPI network

Gene Symbol  Gene title Degree
GNB4 G protein subunit beta 4 11
RHOA ras homolog family member A 8
TCEB2 transcription elongation factor B 8
LAMB1 laminin subunit beta 1 8
KRAS KRAS proto-oncogene, GTPase 8
F2 coagulation factor I, thrombin 7
UBE2B ubiquitin conjugating enzyme E2 B 7
ITGB3 integrin subunit beta 3 7
ATP5D ATP synthase, H+ transporting, 6
mitochondrial F1 complex, delta subunit

ITGA2B integrin subunit alpha 2b 6





