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	Motif:
TGKGRAAAACT
	P-value
	Site

	
	1.66×10-7
	TGCAGATTTC-TGGGGAAAACT-TTGGGAAAAT

	
	5.10×10-7
	TGGGAAAATC-TGTGGAAAACT-CTTCAGTTTA

	
	5.91×10-7
	CTTCAGTTTA-CGGGGAAAACT-ACTAATGAGT

	
	2.02×10-6
	AAAAATACTG-TGTGAAAAACT-CTTCAGTTTT

	
	2.02×10-6
	TTGATTAGAT-TGTGAAAAACT-TGCAGATTTC

	Motif:
GTWTWTSCAMARKTTWTWSWCAGCCWA
	1.26×10-13
	AAACTCTTCA-GTTTTTCCACAAGTTTTCCACAGCCAA-TAAGGGTTAA

	
	9.58×10-11
	GGTTGTTAAA-GTTTTTCCACAGTTTCCACAGCCCCTA-CTACTACTGT

	
	9.58×10-11
	TTTGTAGTTA-GTATGTGATAAGTTTTTTCCCAGCCAA-CTTTGAGACT

	
	3.78×10-10
	TTGAGACTTT-GCAACTGCACAGCTTAATGTCAGCTTA-AAAAAATATT

	
	1.78×10-9
	TCTTAGTAGT-CTTTATGCAACAGATATGGTCAGCAAA-TGGTACGATA

	Motif:
GCTTCTRWGC
	2.83×10-7
	GTACGATAGT-GCTTCTGAGC-TAGATAAAAC

	
	6.02×10-7
	TAAATAATAA-GCTTCTATGC-ATCCTTAAAA




