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Table S1 Primers used for the qPCR of 16SrRNA, 3α-HSD/CR, NahAc.
	Gene
	Primer

	16S rRNA
	F: 5′-GATTAGATACCCTGGTAG-3′
R: 5′-CTTGTGCGGGCCCCCGTCAATTC-3′

	3α-HSD/CR
	F:5′-CAGGCGATTGCCGATGTA-3
R:5′-TTGACCGAAACCACATTG-3′

	NahAc
	F:5′-AAATGCCTGGGCTTGAAA-3′
R:5′-AGTGCTTGAAGATGGGTT-3′
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Fig.S1. Relative abundance of bacteria phylums during incubation experiment.
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Fig.S2. Redundancy analyses of the correlation between bacteria genera and functional genes in CK (a) and CT (b).
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