[bookmark: _GoBack]Table S2 Day 0 vs. Day 6 differential protein information (FC≥1.5或≤0.67, P<0.05)
	Accession
	Protein names
	Trend
	Fold change
	P value

	Q80WD0
	Reticulon-4 receptor-like 1
	↓
	0.54
	3.67E-06

	A0A0G2JY48
	receptor protein-tyrosine kinase
	↑
	1.93
	5.51E-06

	Q5M876
	N-acyl-aromatic-L-amino acid amidohydrolase
	↓
	0.39
	8.75E-06

	D4A269
	Histidine triad nucleotide binding protein 1
	↑
	1.63
	8.89E-06

	P29534
	Vascular cell adhesion protein 1
	↑
	1.65
	1.19E-05

	A0A0A0MXX5
	3-hydroxybutyrate dehydrogenase 2
	↓
	0.38
	1.24E-05

	F1M4Q3
	Hemicentin 1
	↑
	2.13
	1.82E-05

	F1M6Q3
	Collagen type IV alpha 2 chain
	↓
	0.53
	1.97E-05

	D4A4U3
	Magnesium-dependent phosphatase 1
	↑
	2.86
	2.02E-05

	P00714
	Alpha-lactalbumin
	↑
	3.56
	2.23E-05

	Q5U355
	Integrin alpha FG-GAP repeat containing 1
	↑
	2.24
	4.11E-05

	A0A0G2KB26
	Matrix remodeling-associated protein 8
	↑
	1.67
	4.16E-05

	Q641Z6
	EH domain-containing protein 1
	↓
	0.44
	5.69E-05

	Q3KRC4
	G-protein coupled receptor family C Group 5 member C
	↓
	0.44
	6.12E-05

	A0A0G2JSV5
	3-hydroxyanthranilate 3,4-dioxygenase
	↓
	0.40
	7.46E-05

	P80254
	D-dopachrome decarboxylase
	↓
	0.46
	9.14E-05

	Q6MG71
	Choline transporter-like protein 4
	↓
	0.59
	9.90E-05

	A0A0G2K8I5
	Protocadherin 19
	↑
	1.93
	1.48E-04

	Q812E9
	Neuronal membrane glycoprotein M6-a
	↓
	0.33
	1.52E-04

	A0A0G2KA90
	Desmocollin 1
	↑
	3.75
	1.54E-04

	B0BNG3
	Lman2 protein
	↑
	1.73
	1.63E-04

	P07314
	Glutathione hydrolase 1 proenzyme
	↓
	0.44
	1.73E-04

	A0A0G2K013
	Actinin alpha 4
	↓
	0.50
	1.90E-04

	Q68G31
	Phenazine biosynthesis-like domain-containing protein
	↑
	1.82
	2.09E-04

	F1LQ08
	Carbonic anhydrase
	↑
	1.91
	2.30E-04

	F1LRJ9
	Methanethiol oxidase
	↓
	0.57
	2.32E-04

	Q5FWU4
	Hemochromatosis type 2
	↑
	2.52
	2.41E-04

	A0A0G2K5X1
	Putative lysozyme C-2
	↑
	2.23
	2.48E-04

	P46413
	Glutathione synthetase
	↓
	0.39
	2.61E-04

	A0A0G2JZH0
	Calcium binding protein 39
	↓
	0.56
	2.73E-04

	F1M498
	Gastrokine 3
	↑
	2.55
	2.83E-04

	P10760
	Adenosylhomocysteinase
	↓
	0.48
	2.85E-04

	P24268
	Cathepsin D
	↑
	1.57
	3.07E-04

	D3ZSL2
	Costars family protein ABRACL
	↑
	1.97
	3.13E-04

	Q63355
	Unconventional myosin-Ic
	↓
	0.43
	3.37E-04

	F1MAD3
	Polycystin 1, transient receptor potential channel interacting
	↓
	0.65
	3.65E-04

	G3V7D0
	Matrix metallopeptidase 8
	↑
	2.39
	3.70E-04

	P23928
	Alpha-crystallin B chain
	↓
	0.39
	3.76E-04

	Q9JJ19
	Na(+)/H(+) exchange regulatory cofactor NHE-RF1
	↓
	0.43
	3.85E-04

	A1L1J8
	RAB5B, member RAS oncogene family
	↓
	0.52
	4.43E-04

	A0A0G2K8H2
	Chondroitin sulfate proteoglycan 4B
	↓
	0.55
	6.10E-04

	Q6JE36
	N-myc downstream-regulated gene 1 protein
	↑
	2.03
	6.23E-04

	Q99MA2
	Xaa-Pro aminopeptidase 2
	↓
	0.63
	6.28E-04

	P39069
	Adenylate kinase isoenzyme 1
	↑
	1.97
	6.37E-04

	M0R8R4
	Oncoprotein-induced transcript 3 protein
	↓
	0.49
	6.72E-04

	G3V7L4
	Cadherin 16
	↓
	0.61
	7.01E-04

	F1LY81
	
	↓
	0.41
	7.13E-04

	A0A0G2K0C1
	Carboxylic ester hydrolase
	↓
	0.54
	7.54E-04

	G3V7C6
	Tubulin beta chain
	↑
	1.74
	7.59E-04

	D3ZLA3
	Copine 3
	↓
	0.46
	7.92E-04

	P41740
	Atrial natriuretic peptide receptor 3
	↓
	0.50
	8.39E-04

	A0A0A0MXT4
	Solute carrier organic anion transporter family member
	↓
	0.52
	8.67E-04

	A0A0G2JSK5
	Integrin beta
	↓
	0.48
	8.85E-04

	F1LWS4
	Complement Factor H-related 2
	↑
	1.91
	9.15E-04

	D3ZZR3
	Cathepsin S
	↑
	1.87
	9.83E-04

	P97615
	Thioredoxin, mitochondrial
	↑
	1.87
	9.94E-04

	P16617
	Phosphoglycerate kinase 1
	↑
	1.77
	1.12E-03

	G3V8K8
	Protein Z, vitamin K-dependent plasma glycoprotein
	↑
	1.63
	1.16E-03

	Q6AYS0
	Secreted and transmembrane 1A
	↑
	1.81
	1.18E-03

	A0A096MIU6
	Fc fragment of IgG receptor IIa
	↓
	0.42
	1.19E-03

	Q5M7T6
	V-type proton ATPase subunit
	↓
	0.51
	1.22E-03

	Q7TQ94
	Deaminated glutathione amidase
	↓
	0.65
	1.26E-03

	A0A140TAG4
	NPHS1 adhesion molecule, nephrin
	↓
	0.40
	1.27E-03

	G3V8V1
	Granulin precursor
	↓
	0.54
	1.31E-03

	F1LQT4
	Carboxypeptidase N subunit 2
	↓
	0.63
	1.31E-03

	A0A0G2JWD0
	Prominin 1
	↓
	0.47
	1.48E-03

	D4A400
	Lactoperoxidase
	↑
	2.60
	1.57E-03

	Q5U2U2
	Crk-like protein
	↑
	2.04
	1.57E-03

	A0A0G2JXJ3
	FAM3 metabolism regulating signaling molecule D
	↑
	2.08
	1.57E-03

	F1MA46
	Protocadherin 12
	↑
	1.68
	1.59E-03

	O35112
	CD166 antigen
	↓
	0.65
	1.67E-03

	A0A0H2UHQ0
	Solute carrier family 3
	↓
	0.64
	1.69E-03

	Q5I0E1
	Leucine-rich alpha-2-glycoprotein 1
	↑
	2.40
	1.77E-03

	P07150
	Annexin A1
	↑
	1.92
	1.82E-03

	M0R7L1
	Lipase
	↑
	2.36
	1.83E-03

	Q9R1E9
	CCN family member 2
	↑
	1.68
	2.04E-03

	P48508
	Glutamate--cysteine ligase regulatory subunit
	↓
	0.37
	2.25E-03

	O70540
	Mucosal addressin cell adhesion molecule 1
	↑
	1.61
	2.26E-03

	A0A0G2JZ18
	Pentraxin 4
	↑
	1.82
	2.37E-03

	P84039
	Ectonucleotide pyrophosphatase/phosphodiesterase family member 5
	↓
	0.60
	2.42E-03

	A0A0G2KAJ7
	Collagen type XII alpha 1 chain
	↓
	0.54
	2.49E-03

	P04897
	Guanine nucleotide-binding protein G(i) subunit alpha-2
	↓
	0.55
	3.25E-03

	Q01177
	Plasminogen
	↑
	1.83
	3.44E-03

	P97553
	Ephrin-A1
	↑
	1.83
	3.61E-03

	P08753
	Guanine nucleotide-binding protein G(i) subunit alpha-3
	↓
	0.49
	3.69E-03

	Q9R0T3
	DnaJ homolog subfamily C member 3
	↑
	1.77
	3.69E-03

	F1M7V6
	Cell adhesion molecule 4
	↓
	0.64
	3.90E-03

	Q9WUK5
	Inhibin beta C chain
	↑
	1.78
	3.96E-03

	Q6AYS4
	Plasma alpha-L-fucosidase
	↓
	0.56
	4.05E-03

	Q63530
	Phosphotriesterase-related protein
	↓
	0.55
	4.10E-03

	Q63259
	Receptor-type tyrosine-protein phosphatase-like N
	↓
	0.65
	4.24E-03

	Q8K4G9
	Podocin
	↓
	0.40
	4.47E-03

	G3V9A3
	RCG31390
	↑
	1.76
	4.51E-03

	D3ZC55
	Heat shock 70 kDa protein 12A
	↓
	0.40
	4.79E-03

	A0A0G2K230
	Desmocollin 3
	↑
	1.97
	4.94E-03

	D3ZAE6
	RCG49849
	↑
	1.53
	5.31E-03

	Q64230
	Meprin A subunit alpha
	↓
	0.63
	5.56E-03

	A0A0G2JSS8
	Peroxiredoxin-5
	↑
	1.52
	5.71E-03

	Q6AYT0
	Quinone oxidoreductase
	↓
	0.60
	5.78E-03

	Q5M7T9
	Threonine synthase-like 2
	↓
	0.60
	5.82E-03

	F1LMI3
	Cadherin 3
	↑
	1.80
	6.03E-03

	F1LTY5
	-
	↑
	2.06
	6.48E-03

	G3V8J3
	Chymotrypsin-like
	↑
	1.89
	6.48E-03

	Q6P9V9
	Tubulin alpha-1B chain
	↓
	0.60
	6.57E-03

	A2RUW1
	Toll-interacting protein
	↓
	0.46
	6.68E-03

	P53790
	Sodium/glucose cotransporter 1
	↓
	0.31
	7.03E-03

	Q9JJ40
	Na(+)/H(+) exchange regulatory cofactor NHE-RF3
	↓
	0.54
	7.15E-03

	A0A0G2K872
	Cell adhesion molecule 3
	↑
	1.85
	7.29E-03

	P97574
	Stanniocalcin-1
	↓
	0.64
	7.38E-03

	G3V847
	Transporter
	↓
	0.37
	8.27E-03

	A0A088DKH8
	receptor protein serine/threonine kinase
	↓
	0.50
	9.01E-03

	A0A0G2K930
	RAB7A, member RAS oncogene family
	↓
	0.47
	9.02E-03

	A0A0G2K6T8
	-
	↑
	2.12
	9.02E-03

	Q6GMN2
	Brain-specific angiogenesis inhibitor 1-associated protein 2
	↓
	0.63
	9.53E-03

	D3ZUD8
	Transmembrane 9 superfamily member
	↑
	1.77
	9.65E-03

	P38918
	Aflatoxin B1 aldehyde reductase member 3
	↓
	0.64
	9.74E-03

	O35276
	Neuropilin-2
	↑
	1.51
	9.86E-03

	P24368
	Peptidyl-prolyl cis-trans isomerase B
	↑
	2.25
	1.04E-02

	P16975
	Basement-membrane protein 40
	↓
	0.37
	1.05E-02

	A0A0G2K8S9
	NAD(P)(+)--arginine ADP-ribosyltransferase
	↑
	1.75
	1.08E-02

	P18418
	Calreticulin
	↑
	1.91
	1.10E-02

	P54311
	Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1
	↓
	0.56
	1.10E-02

	D3ZQ25
	Fibulin-1
	↑
	1.52
	1.12E-02

	F1LZ11
	Ig-like domain-containing protein
	↑
	1.69
	1.13E-02

	P50137
	Transketolase
	↑
	1.81
	1.15E-02

	P36375
	Glandular kallikrein-10
	↑
	3.49
	1.17E-02

	A0A0G2K595
	Solute carrier family 23 member 1
	↓
	0.52
	1.22E-02

	P01681
	Ig kappa chain V region S211
	↑
	2.27
	1.23E-02

	B0BNJ1
	LOC683667 protein
	↓
	0.43
	1.25E-02

	P31044
	Phosphatidylethanolamine-binding protein 1
	↑
	2.20
	1.25E-02

	Q63751
	Vomeromodulin
	↑
	1.82
	1.33E-02

	M0R8G6
	-
	↑
	2.24
	1.34E-02

	Q6P6R2
	Dihydrolipoyl dehydrogenase, mitochondrial
	↑
	1.86
	1.38E-02

	A0A0G2K5U5
	Polymeric immunoglobulin receptor
	↑
	1.56
	1.40E-02

	D4A4D5
	60S acidic ribosomal protein P2
	↑
	1.62
	1.41E-02

	Q08834
	Alpha-1,6-mannosylglycoprotein 6-beta-N-acetylglucosaminyltransferase A
	↓
	0.51
	1.45E-02

	P61459
	Pterin-4-alpha-carbinolamine dehydratase
	↓
	0.43
	1.47E-02

	F7F707
	Enhancer of mRNA-decapping protein 4
	↓
	0.48
	1.47E-02

	Q6Q0N1
	Cytosolic nonspecific dipeptidase
	↓
	0.64
	1.47E-02

	M0RC23
	-
	↑
	1.57
	1.56E-02

	D3ZN06
	CD248 antigen, endosialin
	↑
	1.76
	1.56E-02

	Q6P7S1
	Acid ceramidase
	↓
	0.66
	1.60E-02

	Q9JJI3
	Alpha-2u globulin
	↑
	2.53
	1.63E-02

	P07861
	Neprilysin
	↓
	0.60
	1.66E-02

	Q64335
	Killer cell lectin-like receptor subfamily G member 1
	↑
	1.99
	1.68E-02

	P63322
	Ras-related protein Ral-A
	↑
	1.66
	1.68E-02

	O55145
	Fractalkine
	↓
	0.59
	1.73E-02

	D3ZV91
	trans-L-3-hydroxyproline dehydratase
	↓
	0.59
	1.78E-02

	Q498R7
	CXXC motif containing zinc binding protein
	↑
	1.71
	1.79E-02

	A0A0G2JXZ9
	protein-tyrosine-phosphatase
	↓
	0.61
	1.87E-02

	G3V8R1
	Nucleobindin 2
	↑
	2.14
	1.98E-02

	A0A0G2JTX5
	Dipeptidyl peptidase 4
	↑
	1.80
	2.02E-02

	F1LM16
	Serpin family E member 1
	↑
	1.51
	2.04E-02

	A0A0H2UHN2
	isopentenyl-diphosphate Delta-isomerase
	↑
	1.51
	2.05E-02

	Q5I0D7
	Xaa-Pro dipeptidase
	↓
	0.42
	2.10E-02

	F1LYX9
	Desmoglein 2
	↑
	1.58
	2.16E-02

	G3V615
	C3/C5 convertase
	↑
	1.66
	2.18E-02

	G3V8X5
	Solute carrier family 5
	↓
	0.47
	2.25E-02

	Q80W57
	Broad substrate specificity ATP-binding cassette transporter ABCG2
	↓
	0.48
	2.27E-02

	Q63797
	Proteasome activator complex subunit 1
	↓
	0.60
	2.37E-02

	A0A0G2K5X3
	-
	↑
	1.88
	2.38E-02

	B7TXW4
	C-type lectin domain family 2 member d3
	↓
	0.55
	2.43E-02

	Q5I0M3
	Complement component Factor h-like 1
	↑
	1.56
	2.52E-02

	D3ZQN7
	Laminin subunit beta 1
	↓
	0.49
	2.53E-02

	Q64602
	Kynurenine/alpha-aminoadipate aminotransferase, mitochondrial
	↓
	0.51
	2.53E-02

	D3ZWD6
	Complement C8 alpha chain
	↓
	0.62
	2.67E-02

	G3V837
	CD1d1 molecule
	↑
	1.97
	2.74E-02

	D4A740
	Interleukin 17 receptor A
	↓
	0.55
	2.81E-02

	O55004
	Ribonuclease 4
	↑
	2.22
	2.84E-02

	P42854
	Regenerating islet-derived protein 3-gamma
	↑
	1.80
	2.85E-02

	F1LQI1
	Hydroxyacyl glutathione hydrolase
	↓
	0.66
	2.86E-02

	G3V6W3
	Hepatitis A virus cellular receptor 1
	↓
	0.55
	2.95E-02

	A0A0G2K588
	Latent transforming growth factor beta binding protein 4
	↓
	0.62
	3.02E-02

	D4A5I9
	Unconventional myosin-VI
	↓
	0.58
	3.02E-02

	Q5U362
	Annexin
	↓
	0.60
	3.03E-02

	Q642B0
	Glypican 4
	↓
	0.61
	3.07E-02

	M0R7M5
	-
	↑
	2.27
	3.19E-02

	A0A0G2JT43
	Solute carrier family 2, facilitated glucose transporter member 5
	↓
	0.64
	3.23E-02

	Q3B7D6
	Spondin-1
	↑
	3.52
	3.27E-02

	P13221
	Aspartate aminotransferase, cytoplasmic
	↓
	0.56
	3.28E-02

	P97584
	Prostaglandin reductase 1
	↑
	1.64
	3.30E-02

	F1LMA7
	Collagen-binding factor Endo180
	↓
	0.65
	3.41E-02

	P09606
	Glutamine synthetase
	↓
	0.55
	3.49E-02

	Q5XI77
	Annexin
	↓
	0.60
	3.53E-02

	D3ZDH4
	receptor protein-tyrosine kinase
	↑
	2.69
	3.69E-02

	P62804
	Histone H4
	↑
	1.97
	3.92E-02

	G3V6D9
	Na(+)/H(+) exchange regulatory cofactor NHE-RF
	↓
	0.51
	4.03E-02

	A0A0G2JSQ7
	Kallikrein 1-related peptidase B3
	↓
	0.65
	4.13E-02

	P14480
	Fibrinogen beta chain
	↑
	2.26
	4.17E-02

	D4A911
	Transmembrane serine protease 15
	↓
	0.56
	4.33E-02

	A0A0G2K0Q7
	Myosin light chain kinase
	↑
	1.85
	4.40E-02

	P07943
	Aldo-keto reductase family 1 member B1
	↓
	0.59
	4.47E-02

	P07632
	Superoxide dismutase
	↓
	0.62
	4.48E-02

	D4A4R7
	RCG21015, isoform CRA_a
	↑
	2.34
	4.78E-02

	G3V963
	RCG47487, isoform CRA_b
	↑
	1.56
	5.00E-02



