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Phylogenetic trees (gene trees) based on (a) chloroplast, (b) nuclear 6PG, (c) PGI, and (d) ncpGS gene

sequences as reconstructed using the maximum likelihood (ML) method. The numbers at each node refer
to the bootstrap values.
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Phylogenetic trees (gene trees) based on (a) chloroplast, (b) nuclear 6PG, (c) PGI, and (d) ncpGS gene
sequences as reconstructed using the maximum likelihood (ML) method. The numbers at each node refer

to the bootstrap values.
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Phylogenetic trees (gene trees) based on (a) chloroplast, (b) nuclear 6PG, (c) PGI, and (d) ncpGS gene
sequences as reconstructed using the maximum likelihood (ML) method. The numbers at each node refer
to the bootstrap values.
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Phylogenetic trees (gene trees) based on (a) chloroplast, (b) nuclear 6PG, (c) PGI, and (d) ncpGS gene
sequences as reconstructed using the maximum likelihood (ML) method. The numbers at each node refer
to the bootstrap values.



