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	Datasets
	Title
	Cells
	Platform
	Induced sample information

	GSE119552 [1]
	Effect of estradiol, zearalenone and apigenin on ER-positive breast cancer cells MCF-7
	MCF7 cells
	Agilent-039494 SurePrint G3 Human GE v2 8x60K Microarray 039381 (Feature Number version)
	MCF-7_Control: 4
MCF-7_Apigenin: 4

	GSE120550 [2]
	Transcriptomic profiling of MDA-MB-231 cells treated with TNFɑ [40 ng/ml] ± Apigenin [40 μM]
	MDA-MB-231 cells
	[HuGene-2_1-st] Affymetrix Human Gene 2.1 ST Array [transcript (gene) version]
	MDA-MB-231_Control: 3
MDA-MB-231_Apigenin: 3
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